pmCherry-ATG14-C-18                                                   
        Sequence Number:  ATG14-1XX
GCCACGATG - mCherry Sequence (708 Nucleotides - 236 Amino Acids AY678264)

ATGTACGGC - mCherry Chromophore (MYG)

GCCCGAACT - Human ATG14 Sequence (1473 Nucleotides – 491 Amino Acids; Minus ATG)

LINKER - 18 Amino Acids (54 Nucleotides) between mCherry and ATG14
ATG - Methionine Start Codon
TAG TAA TGA - Stop Codons                                                                    Antibiotic = Kan/Neo
GCTAGCGCTACCGGTCGCCACCATGGTGAGCAAGGGCGAGGAGGATAACATGGCCATCATCAAGGAGTTCATGCGCTTCAAGGTGCACATGGAGGGCTCCGTGAACGGCCACGAGTTCGAGATCGAGGGCGAGGGCGAGGGCCGCCCCTACGAGGGCACCCAGACCGCCAAGCTGAAGGTGACCAAGGGTGGCCCCCTGCCCTTCGCCTGGGACATCCTGTCCCCTCAGTTCATGTACGGCTCCAAGGCCTACGTGAAGCACCCCGCCGACATCCCCGACTACTTGAAGCTGTCCTTCCCCGAGGGCTTCAAGTGGGAGCGCGTGATGAACTTCGAGGACGGCGGCGTGGTGACCGTGACCCAGGACTCCTCCCTGCAGGACGGCGAGTTCATCTACAAGGTGAAGCTGCGCGGCACCAACTTCCCCTCCGACGGCCCCGTAATGCAGAAGAAGACCATGGGCTGGGAGGCCTCCTCCGAGCGGATGTACCCCGAGGACGGCGCCCTGAAGGGCGAGATCAAGCAGAGGCTGAAGCTGAAGGACGGCGGCCACTACGACGCTGAGGTCAAGACCACCTACAAGGCCAAGAAGCCCGTGCAGCTGCCCGGCGCCTACAACGTCAACATCAAGTTGGACATCACCTCCCACAACGAGGACTACACCATCGTGGAACAGTACGAACGCGCCGAGGGCCGCCACTCCACCGGCGGCATGGACGAGCTGTACAAGTCCGGACTCAGATCTGGCAGCGGTGGAGGCAGCGCATCCGGCGGAAGCGGAAGCGCGTCTCCCAGTGGGAAGGGAGCCCGGGCGCTGGAGGCTCCTGGCTGCGGGCCCCGGCCGCTCGCCCGGGACCTGGTGGACTCCGTGGACGATGCGGAGGGGCTGTACGTGGCTGTGGAGCGCTGCCCGCTGTGCAACACTACCCGCCGGCGGCTGACCTGCGCCAAATGCGTTCAGAGCGGCGATTTCGTCTACTTCGACGGCCGCGACCGGGAGAGGTTTATCGACAAGAAGGAAAGGTTAAGCCGACTTAAGAGCAAGCAAGAAGAATTTCAGAAAGAAGTGTTAAAAGCTATGGAAGGAAAATGGATAACAGATCAGTTGAGATGGAAAATAATGTCCTGCAAGATGAGGATTGAACAGTTAAAACAAACAATATGTAAAGGAAATGAAGAAATGGAGAAAAATTCTGAAGGCCTTCTCAAAACCAAGGAAAAGAATCAGAAGCTTTACAGTCGAGCACAACGGCACCAAGAGAAAAAGGAGAAGATTCAGAGGCATAATCGCAAACTTGGTGACCTGGTAGAAAAAAAGACCATTGACTTAAGAAGTCATTATGAGCGTCTGGCAAATCTTCGACGATCCCATATATTAGAGCTCACCTCTGTCATTTTTCCAATCGAGGAAGTAAAGACGGGTGTGAGAGACCCCGCAGATGTGTCTTCAGAGAGTGACAGTGCCATGACCTCCAGCACTGTGAGCAAGCTTGCTGAAGCCCGGAGGACAACTTACCTCTCAGGACGATGGGTCTGTGACGATCACAACGGAGACACCAGCATTAGCATTACAGGGCCTTGGATTAGCCTCCCTAACAATGGGGACTACTCTGCCTACTACAGCTGGGTGGAGGAGAAGAAAACAACCCAGGGGCCTGACATGGAGCAGAGTAACCCTGCCTACACCATCAGTGCTGCGCTGTGCTATGCAACTCAGCTGGTCAACATTCTGTCTCATATACTTGATGTAAATCTTCCCAAAAAGCTCTGCAACAGTGAATTTTGTGGCGAAAATCTAAGCAAGCAGAAATTTACTCGAGCAGTGAAGAAACTGAATGCAAATATTCTTTACCTTTGTTTTTCTCAGCATGTAAATTTAGATCAATTACAACCACTGCATACCCTCAGGAATCTAATGTACCTGGTCAGTCCAAGCTCTGAACACCTAGGCAGGTCAGGGCCCTTTGAAGTACGAGCAGACCTTGAGGAGTCCATGGAATTTGTGGATCCCGGAGTTGCTGGAGAATCAGATGAGAGCGGAGATGAGCGCGTCAGCGATGAAGAAACCGACCTGGGCACAGACTGGGAGAACTTGCCTAGTCCCCGGTTTTGTGATATCCCTTCCCAGTCTGTGGAAGTCTCCCAGAGTCAGAGCACCCAGGCGTCCCCACCCATCGCGAGCAGCAGTGCAGGTGGGATGATCTCCTCTGCAGCAGCCTCGGTGACCTCCTGGTTTAAAGCTTACACTGGACACCGTTAAGAATTCTGCAGTCGACGGTACCGCGGGCCCGGGATCCACCGGATCTAGATAACTGATCATAATCAGCCATACCACA
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mCherry-ATG14C-18 in HeLa Cells

