pmCerulean-CEBPA237-C-4
                       
                    Sequence Number:  CEBPA-101
ATGGTGATG - Cerulean Sequence (717 Nucleotides - 239 Amino Acids)

ACCTGGGGC - Cerulean Chromophore (TWG); A206K = AAA
ATGGGTGCT - Rat CEBPA Sequence (366 Nucleotides - 122 Amino Acids)

LINKER - 4 Amino Acids (12 Nucleotides) between mCerulean and CEBPA237
ATG - Methionine Start Codon
TAG TAA TGA - Stop Codons                                                                    Antibiotic = Kan/Neo

CEBPA237 is the N-terminal 122 amino acids of Rat CCAAT/EBP (NM_012524.2)
GATCCGCTAGCGCTACCGGTCGCCACCATGGTGAGCAAGGGCGAGGAGCTGTTCACCGGGGTGGTGCCCATCCTGGTCGAGCTGGACGGCGACGTAAACGGCCACAAGTTCAGCGTGTCCGGCGAGGGCGAGGGCGATGCCACCTACGGCAAGCTGACCCTGAAGTTCATCTGCACCACCGGCAAGCTGCCCGTGCCCTGGCCCACCCTCGTGACCACCCTGACCTGGGGCGTGCAGTGCTTCGCCCGCTACCCCGACCACATGAAGCAGCACGACTTCTTCAAGTCCGCCATGCCCGAAGGCTACGTCCAGGAGCGCACCATCTTCTTCAAGGACGACGGCAACTACAAGACCCGCGCCGAGGTGAAGTTCGAGGGCGACACCCTGGTGAACCGCATCGAGCTGAAGGGCATCGACTTCAAGGAGGACGGCAACATCCTGGGGCACAAGCTGGAGTACAACGCCATCAGCGACAACGTCTATATCACCGCCGACAAGCAGAAGAACGGCATCAAGGCCAACTTCAAGATCCGCCACAACATCGAGGACGGCAGCGTGCAGCTCGCCGACCACTACCAGCAGAACACCCCCATCGGCGACGGCCCCGTGCTGCTGCCCGACAACCACTACCTGAGCACCCAGTCCAAACTGAGCAAAGACCCCAACGAGAAGCGCGATCACATGGTCCTGCTGGAGTTCGTGACCGCCGCCGGGATCACTCTCGGCATGGACGAGCTGTACAAGTCCGGACCTGCAATGGGTGCTGCGGGCCTGCCGGGCCCCGGGGGCTCGCTCAAGGGCTTGGCTGGTCCGCACCCCGACCTCCGCACCGGCGGCGGCGGCGGCGGCGGGGCCGGCGCGGGCAAGGCCAAGAAGTCGGTGGATAAGAACAGCAACGAGTACCGGGTACGGCGGGAACGCAACAACATCGCGGTGCGCAAGAGCCGAGATAAAGCCAAACAGCGCAACGTGGAGACGCAGCAGAAGGTGTTGGAGTTGACCAGTGACAATGACCGCCTGCGCAAGCGGGTGGAACAGCTGAGCCGTGAACTGGACACGCTGCGGGGTATcTTCCGCCAGCTGCCTGAGAGCTCCTTGGTCAAGGCCATGGGCAACTGCGCGTGAGGCGCGCGGATCCACCGGATCTAGATAACTGATCATAATCAGCCATACCACAT
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mCerulean-CEBPA237-C-4 in HeLa Cells
