pmCerulean-C-Src-DN-7


 
          Sequence Number:  CSRC-126
ATGGTGATG - mCerulean Sequence (717 Nucleotides - 239 Amino Acids)

ACCTGGGGC - mCerulean Chromophore (TWG); A206 = GCC
ATGTCACAA - Chicken C-Src Sequence (1599 Nucleotides - 533 Amino Acids)

LINKER - 7 Amino Acids (21 Nucleotides) between mCerulean and C-Src-DN
ATG - Methionine Start Codon

TAG TAA TGA - Stop Codons                                                                     Antibiotic = Kan/Neo

C-Src (kinase dead) contains the K295R mutation: CGG
GACGTCAGATCCGCTAGCGCTACCGGACTCAGATCTCGAGCTCAAGCTTCGAATTCATGGGGAGCAGCAAGAGCAAGCCCAAGGACCCCAGCCAGCGCCGGCGCAGCCTGGAGCCACCCGACAGCACCCACCACGGGGGATTCCCAGCCTCGCAGACCCCCAACAAGACAGCAGCCCCCGACACGCACCGCACCCCCAGCCGCTCCTTTGGGACCGTGGCCACCGAGCCCAAGCTCTTCGGGGGCTTCAACACTTCTGACACCGTCACGTCGCCGCAGCGTGCCGGGGCACTGGCTGGCGGCGTCACCACTTTCGTGGCTCTCTATGACTACGAGTCCCGGACTGAAACGGACTTGTCCTTCAAGAAAGGAGAACGCCTGCAGATTGTCAACAACACGGAAGGTGACTGGTGGCTGGCTCATTCCCTCACTACAGGACAGACGGGCTACATCCCCAGTAACTATGTCGCGCCCTCAGACTCCATCCAGGCTGAAGAGTGGTACTTTGGGAAGATCACTCGTCGGGAGTCCGAGCGGCTGCTGCTCAACCCCGAAAACCCCCGGGGAACCTTCTTGGTCCGGGAGAGCGAGACGACAAAAGGTGCCTATTGCCTCTCCGTTTCTGACTTTGACAACGCCAAGGGGCTCAATGTGAAGCACTACAAGATCCGCAAGCTGGACAGCGGCGGCTTCTACATCACCTCACGCACACAGTTCAGCAGCCTGCAGCAGCTGGTGGCCTACTACTCCAAACATGCTGATGGCTTGTGCCACCGCCTGACCAACGTCTGCCCCACGTCCAAGCCCCAGACCCAGGGACTCGCCAAGGACGCGTGGGAAATCCCCCGGGAGTCGCTGCGGCTGGAGGTGAAGCTGGGGCAGGGCTGCTTTGGAGAGGTCTGGATGGGGACCTGGAACGGCACCACCAGAGTGGCCATACGGACTCTGAAGCCCGGCACCATGTCCCCGGAGGCCTTCCTGCAGGAAGCCCAAGTGATGAAGAAGCTCCGGCATGAGAAGCTGGTTCAGCTGTACGCAGTGGTGTCGGAAGAGCCCATCTACATCGTCACTGAGTACATGAGCAAGGGGAGCCTCCTGGATTTCCTGAAGGGAGAGATGGGCAAGTACCTGCGGCTGCCACAGCTCGTCGATATGGCTGCTCAGATTGCATCCGGCATGGCCTATGTGGAGAGGATGAACTACGTGCACCGAGACCTGCGGGCGGCCAACATCCTGGTGGGGGAGAACCTGGTGTGCAAGGTGGCTGACTTTGGGCTGGCACGCCTCATCGAGGACAACGAGTACACAGCACGGCAAGGTGCCAAGTTCCCCATCAAGTGGACAGCCCCCGAGGCAGCCCTCTATGGCCGGTTCACCATCAAGTCGGATGTCTGGTCCTTCGGCATCCTGCTGACTGAGCTGACCACCAAGGGCCGGGTGCCATACCCAGGGATGGTCAACAGGGAGGTGCTGGACCAGGTGGAGAGGGGCTACCGCATGCCCTGCCCGCCCGAGTGCCCCGAGTCGCTGCATGACCTCATGTGCCAGTGCTGGCGGAAGGACCCTGAGGAGCGGCCCACTTTTGAGTACCTGCAGGCCTTCCTGGAGGACTACTTCACCTCGACAGAGCCCCAGTACCAGCCTGGAGAGAACCTACGGGATCCACCGGTCGCCACCATGGTGAGCAAGGGCGAGGAGCTGTTCACCGGGGTGGTGCCCATCCTGGTCGAGCTGGACGGCGACGTAAACGGCCACAAGTTCAGCGTGTCCGGCGAGGGCGAGGGCGATGCCACCTACGGCAAGCTGACCCTGAAGTTCATCTGCACCACCGGCAAGCTGCCCGTGCCCTGGCCCACCCTCGTGACCACCCTGACCTGGGGCGTGCAGTGCTTCGCCCGCTACCCCGACCACATGAAGCAGCACGACTTCTTCAAGTCCGCCATGCCCGAAGGCTACGTCCAGGAGCGCACCATCTTCTTCAAGGACGACGGCAACTACAAGACCCGCGCCGAGGTGAAGTTCGAGGGCGACACCCTGGTGAACCGCATCGAGCTGAAGGGCATCGACTTCAAGGAGGACGGCAACATCCTGGGGCACAAGCTGGAGTACAACGCCATCAGCGACAACGTCTATATCACCGCCGACAAGCAGAAGAACGGCATCAAGGCCAACTTCAAGATCCGCCACAACATCGAGGACGGCAGCGTGCAGCTCGCCGACCACTACCAGCAGAACACCCCCATCGGCGACGGCCCCGTGCTGCTGCCCGACAACCACTACCTGAGCACCCAGTCCAAGCTGAGCAAAGACCCCAACGAGAAGCGCGATCACATGGTCCTGCTGGAGTTCGTGACCGCCGCCGGGATCACTCTCGGCATGGACGAGCTGTACAAGTAAAGCGGCCGCGACTCTAGATCATAATCAGCCATACCACATT
[image: image1.jpg]


   [image: image2.jpg]08 mCerulean FP
Emission
05 Spectrum

‘Normalze Itensy

0430 440450 480470 0 G0 SO0 SO0 540 S50 SO SO EE0 550
Lanbetlom)





mCerulean-C-Src-7 in HeLa Cells
