pmTFP1-FAK-5
(Teal Fluorescent Protein)

Sequence Number:  FAK-106
GTGAGCAAG - mTFP1 Sequence (708 Nucleotides - 236 Amino Acids)

GCCTACGGC - mTFP1 Chromophore (AYG)

ACTTGAATC - Focal Adhesion Kinase Sequence (3,168 Nucleotides - 1056 Amino Acids)
LINKER - 5 Amino Acids (15 Nucleotides) between mTFP1 and FAK

ATG - Methionine Start Codon
TAG TAA TGA - Stop Codons                                                                    Antibiotic = Kan/Neo
GACGTCAGATCCGCTAGCGCTACCGGTCGCCACCATGGTGAGCAAGGGCGAGGAGACCACAATGGGCGTAATCAAGCCCGACATGAAGATCAAGCTGAAGATGGAGGGCAACGTGAATGGCCACGCCTTCGTGATCGAGGGCGAGGGCGAGGGCAAGCCCTACGACGGCACCAACACCATCAACCTGGAGGTGAAGGAGGGAGCCCCCCTGCCCTTCTCCTACGACATTCTGACCACCGCGTTCGCCTACGGCAACAGGGCCTTCACCAAGTACCCCGACGACATCCCCAACTACTTCAAGCAGTCCTTCCCCGAGGGCTACTCTTGGGAGCGCACCATGACCTTCGAGGACAAGGGCATCGTGAAGGTGAAGTCCGACATCTCCATGGAGGAGGACTCCTTCATCTACGAGATACACCTCAAGGGCGAGAACTTCCCCCCCAACGGCCCCGTGATGCAGAAGAAGACCACCGGCTGGGACGCCTCCACCGAGAGGATGTACGTGCGCGACGGCGTGCTGAAGGGCGACGTCAAGCACAAGCTGCTGCTGGAGGGCGGCGGCCACCACCGCGTTGACTTCAAGACCATCTACAGGGCCAAGAAGGCGGTGAAGCTGCCCGACTATCACTTTGTGGACCACCGCATCGAGATCCTGAACCACGACAAGGACTACAACAAGGTGACCGTTTACGAGAGCGCCGTGGCCCGCAACTCCACCGACGGCATGGACGAGCTGTACAAGTCCGGACTCAGATCTATGGCAGCAGCTTACCTTGATCCAAACTTGAATCATACACCAAGTTCAAGTGCAAAGACGCACCTCGGTACTGGGATGGAGCGTTCCCCGGGGGCCATGGAGCGAGTCCTAAAGGTTTTTCACTACTTTGAAAACAGCAGCGAGCCAACGACGTGGGCCAGCATTATCCGGCATGGAGATGCTACTGATGTTCGAGGCATAATACAGAAGATTGTGGACTGTCACAAAGTGAAAAATGTGGCCTGCTATGGGTTGCGACTCAGTCATCTGCAGTCTGAGGAGGTTCACTGGCTGCACCTGGACATGGGGGTATCCAATGTGAGAGAGAAATTTGAACTAGCACATCCTCCAGAAGAATGGAAATATGAACTGAGAATTCGGTACCTGCCCAAAGGATTTCTAAACCAGTTCACTGAGGACAAACCAACTTTAAATTTTTTCTATCAGCAGGTGAAAAATGACTATATGTTAGAAATAGCAGATCAAGTGGACCAGGAAATTGCTTTGAAACTAGGTTGCCTTGAAATCAGGAGATCCTACGGAGAGATGAGAGGCAATGCATTAGAGAAGAAATCCAACTATGAAGTGCTAGAAAAAGATGTCGGTTTAAGACGATTTTTTCCGAAGAGTTTGCTAGATTCAGTGAAGGCCAAAACACTACGAAAATTAATCCAACAGACATTTCGACAATTTGCCAACCTCAACAGAGAAGAAAGTATTTTGAAATTCTTTGAGATCCTCTCTCCAGTGTACAGATTTGACAAGGAATGCTTCAAGTGTGCCCTTGGTTCAAGCTGGATTATTTCAGTGGAGCTGGCAATTGGCCCAGAGGAAGGAATCAGCTACCTTACAGACAAGGGTGCAAATCCAACTCACCTGGCAGATTTTAATCAAGTACAAACTATTCAGTATTCAAACAGTGAAGACAAGGACAGAAAAGGGATGTTGCAACTGAAGATAGCTGGTGCACCTGAGCCTCTGACAGTGACAGCACCATCCTTAACCATTGCAGAGAATATGGCTGACTTGATAGACGGATACTGCCGACTGGTGAATGGAGCCACGCAATCTTTTATTATCAGGCCACAGAAAGAAGGTGAAAGAGCTTTACCATCAATACCAAAGCTGGCCAACAATGAGAAGCAAGGAGTAAGGTCGCACACAGTCTCTGTATCAGAAACAGATGACTATGCAGAGATAATAGATGAAGAAGATACTTATACAATGCCATCAACCAGAGATTATGAAATTCAAAGGGAGAGAATTGAACTGGGGCGCTGCATTGGTGAAGGACAGTTTGGAGATGTGCACCAAGGAATTTACATGAGTCCGGAAAATCCAGCTATGGCTGTAGCAATCAAAACATGTAAAAACTGCACCTCAGACAGCGTTAGAGAAAAGTTCCTACAAGAAGCCTTAACAATGCGTCAGTTTGATCATCCTCACATTGTGAAGCTCATTGGAGTTATTACAGAAAACCCAGTGTGGATAATCATGGAGCTCTGTACACTTGGAGAGTTGAGATCGTTTCTGCAAGTAAGAAAATTCAGCTTGGACCTGGCCTCCCTCATCCTCTACGCTTACCAGCTTAGCACAGCACTTGCTTACCTAGAGAGCAAAAGATTTGTACATAGAGATATTGCTGCTAGGAACGTGCTGGTATCTGCCACTGACTGTGTGAAATTGGGTGACTTTGGCTTATCCCGATACATGGAAGACAGTACTTACTATAAAGCTTCCAAAGGAAAGTTACCTATCAAATGGATGGCTCCAGAGTCAATCAACTTCCGACGGTTTACCTCAGCAAGCGATGTGTGGATGTTTGGTGTGTGTATGTGGGAGATCCTGATGCATGGGGTAAAGCCCTTCCAGGGAGTGAAAAATAATGATGTTATTGGTCGGATTGAGAACGGTGAGCGGCTCCCCATGCCTCCGAACTGCCCTCCCACCCTCTACAGCCTTATGACCAAGTGCTGGGCATACGACCCTAGTAGACGACCCAGGTTTACTGAACTTAAAGCACAACTCAGTACAATACTGGAGGAGGAGAAGCTGCAGCAAGAGGAACGAATGAGAATGGAATCCAGGCGACAAGTCACAGTATCCTGGGACTCAGGAGGATCAGATGAAGCTCCTCCCAAGCCCAGCAGGCCTGGTTACCCCAGCCCAAGGTCCAGTGAAGGGTTTTATCCGAGTCCTCAGCATATGGTACAGCCAAATCACTACCAGGTATCTGGCTACTCTGGTTCTCATGGGATACCAGCCATGGCAGGCAGCATTTATCCTGGGCAAGCTTCTCTCTTGGATCAAACAGATTCCTGGAACCATCGACCTCAGGAAGTATCAGCATGGCAGCCAAACATGGAGGATTCGGGCACTTTGGATGTACGAGGAATGGGGCAGGTTCTGCCCACACATCTCATGGAGGAGAGGTTAATAAGACAACAGCAAGAGATGGAAGAAGATCAACGCTGGCTTGAGAAAGAGGAACGATTCCTGGTAATGAAACCTGATGTGCGGCTCTCCAGAGGCAGCATTGAACGGGAGGACGGAGGTCTCCAGGGCCCAGCTGGTAACCAGCACATATATCAGCCTGTGGGTAAACCAGATCATGCCGCTCCACCAAAGAAGCCCCCTCGCCCTGGAGCCCCCCACTTGGGCAGCCTCGCGAGCCTGAACAGCCCCGTGGACAGCTACAACGAAGGCGTGAAGATCAAGCCACAGGAAATCAGCCCTCCTCCTACGGCCAACCTGGACCGCTCCAATGACAAAGTCTATGAGAATGTAACCGGGCTGGTGAAAGCTGTCATAGAGATGTCCAGTAAAATACAGCCAGCTCCGCCAGAGGAGTACGTGCCCATGGTAAAGGAGGTTGGCTTGGCGCTGAGAACCTTGCTAGCAACAGTGGATGAGTCGCTGCCAGTGCTTCCTGCAAGCACCCACAGAGAGATTGAGATGGCCCAGAAACTGCTGAACTCTGACCTGGCTGAGCTCATTAACAAGATGAAGCTGGCCCAGCAGTACGTCATGACCAGCCTGCAGCAGGAGTACAAGAAGCAAATGCTGACGGCTGCTCACGCTCTGGCTGTGGATGCCAAGAACTTGCTGGATGTCATCGATCAAGCCAGACTGAAAATGATCAGCCAGTCCAGGCCCACTAAGCTGCCGTAGCCGAATTCTGCAGATGGGATCCACCGGATCTAGATAACTGATCATAATCAGCCATACCACATTG
[image: image1.jpg]


      [image: image2.jpg]‘Nermalize Inensity

B0 470 83430 00 510 AN AT SS0 070580 S BN SHESOEAD
Lorkam)




    

mTFP1-FAK-5 in HeLa Cells

