pmTFP1-Mito-7
(Teal Fluorescent Protein)
      Sequence Number:  Mito-112
GTGAGCAAG - mTFP1 Sequence (708 Nucleotides - 236 Amino Acids)

GCCTACGGC - mTFP1 Chromophore (AYG)
TCCGTCCTG - Mitochondrial Targeting Sequence (87 Nucleotides - 29 Amino Acids)

LINKER - 7 Amino Acids (21 Nucleotides) between mTFP1 and MTS
ATG - Methionine Start Codon
TAG TAA TGA - Stop Codons





Antibiotic = Kan/Neo
GATAGCGGTTGACTCACGGGATTTCCAAGTCTCCACCCATGACGTCAATGGGAGTTGTTTGCACCAAATCAACGGGACTTTCCAAATGTCGTACAACTCCGCCCCATGACGCAAATGGGCGGTAGGCGTGTACGGTGGGAGGTCTATATAAGCAGAGCTGGTTTAGTGAACCGTCAGATCCGCTAGCATGTCCGTCCTGACGCCGCTGCTGCTGCGGGGCTTGACAGGCTCGGCCCGGCGGCTCCCAGTGCCGCGCGCCAAGATCCATTCGTTGGGGGATCCACCGGTCGCCACCATGGTGAGCAAGGGCGAGGAGACCACAATGGGCGTAATCAAGCCCGACATGAAGATCAAGCTGAAGATGGAGGGCAACGTGAATGGCCACGCCTTCGTGATCGAGGGCGAGGGCGAGGGCAAGCCCTACGACGGCACCAACACCATCAACCTGGAGGTGAAGGAGGGAGCCCCCCTGCCCTTCTCCTACGACATTCTGACCACCGCGTTCGCCTACGGCAACAGGGCCTTCACCAAGTACCCCGACGACATCCCCAACTACTTCAAGCAGTCCTTCCCCGAGGGCTACTCTTGGGAGCGCACCATGACCTTCGAGGACAAGGGCATCGTGAAGGTGAAGTCCGACATCTCCATGGAGGAGGACTCCTTCATCTACGAGATACACCTCAAGGGCGAGAACTTCCCCCCCAACGGCCCCGTGATGCAGAAGAAGACCACCGGCTGGGACGCCTCCACCGAGAGGATGTACGTGCGCGACGGCGTGCTGAAGGGCGACGTCAAGCACAAGCTGCTGCTGGAGGGCGGCGGCCACCACCGCGTTGACTTCAAGACCATCTACAGGGCCAAGAAGGCGGTGAAGCTGCCCGACTATCACTTTGTGGACCACCGCATCGAGATCCTGAACCACGACAAGGACTACAACAAGGTGACCGTTTACGAGAGCGCCGTGGCCCGCAACTCCACCGACGGCATGGACGAGCTGTACAAGTAAGCGGCCGCGACTCTAGATCATAATCAGCCATACCACATTTGTAGAGGTTTTACTTGCTTTAAAAACCTCCCACACCTCCCCCTGAACCTGAAACATAAATGAATGCATTGTTGTTGTAACTTGTTTATTGCAGCTTATATGGTTACAATAAGCATAGCATCACAATTTCACAAATAAGCATTTTTTCACTGCATCTAGTGTGGTTGTCCAACTCATCATG
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mTFP1-Mito-7 in HeLa Cells

