pmRuby-Lysosomes-20



          Sequence Number:  LAMP-125
ATGAACAGC - mRuby Sequence (681 Nucleotides - 227 Amino Acids)

ATGTACGGC - mRuby Chromophore (MYG)
GCCCGATTC - LAMP1 (lgp120) Sequence (1221 Nucleotides - 407 Amino Acids)
LINKER - 20 Amino Acids (60 Nucleotides) between mRuby and LAMP1

ATG - Methionine Start Codon

TAG TAA TGA - Stop Codons                                                                    Antibiotic = Kan/Neo

This version of LAMP1 contains R8 silent mutation; CGT
LAMP1 = Lysosomal Membrane Glycoprotein 1 (Lysosomal Associated Membrane Protein)
ACGGTCAGATCCGCTAGCGCTACCGGACTCAGATCTCGAGCGCCACCATGGCGGCCCCGGGCGCCCGGCGTCCGCTGCTCCTGTTGCTGCTGGCAGGCCTTGCACACAGCGCCCCAGCACTGTTCGAGGTGAAAGACAACAACGGCACAGCGTGTATAATGGCCAGCTTCTCTGCCTCCTTTCTGACCACCTATGAGGCTGGACATGTTTCTAAGGTCTCGAATATGACCCTGCCAGCCTCTGCAGAAGTCCTGAAGAATAGCAGCTCTTGTGGTGAAAAGAATGCTTCTGAGCCCACCCTCGCAATCACCTTTGGAGAAGGATATTTACTGAAACTCACCTTCACAAAAAACACAACACGTTACAGTGTCCAGCACATGTATTTCACATATAACCTGTCAGACACACAATTCTTTCCCAATGCCAGCTCCAAAGGGCCCGACACTGTGGATTCCACAACTGACATCAAGGCAGACATCAACAAAACATACCGATGTGTCAGCGACATCAGGGTCTACATGAAGAATGTGACCATTGTGCTCTGGGACGCTACTATCCAGGCCTACCTGCCGAGTAGCAACTTCAGCAAGGAAGAGACACGCTGCCCACAGGATCAACCTTCCCCAACTACTGGGCCACCCAGCCCCTCACCACCACTTGTGCCCACAAACCCCAGTGTGTCCAAGTACAATGTGACTGGTGACAATGGAACCTGCCTGCTGGCCTCTATGGCACTGCAACTCAACATCACCTACATGAAGAAGGACAACACGACTGTGACCAGAGCATTCAACATCAACCCAAGTGACAAATATAGTGGGACTTGCGGTGCCCAGTTGGTGACCCTGAAGGTGGGGAACAAGAGCAGAGTCCTGGAGCTGCAGTTTGGGATGAATGCCACTTCTAGCCTGTTTTTCCTGCAAGGAGTTCAGTTGAACATGACTCTTCCTGATGCCATAGAGCCCACGTTCAGCACCTCCAACTATTCCCTGAAAGCTCTTCAGGCCAGTGTCGGCAACTCATACAAGTGCAACAGTGAGGAGCACATCTTTGTCAGCAAGGCGCTCGCCCTCAATGTCTTCAGCGTGCAAGTCCAGGCTTTCAGGGTAGAAAGTGACAGGTTTGGGTCTGTGGAAGAGTGTGTACAGGACGGTAACAACATGCTGATCCCCATTGCTGTGGGCGGGGCCCTGGCAGGGCTGGTCCTCATCGTCCTCATCGCCTACCTCATCGGCAGGAAGAGGAGTCACGCGGGCTATCAGACCATCTCGGAATTCGGCTCCACCGGCTCCACCGGCTCCACCGGCGCGGATCCACCGGTCGCCACCATGAACAGCCTGATCAAAGAAAACATGCGGATGAAGGTGGTGCTGGAAGGCAGCGTGAACGGCCACCAGTTCAAGTGCACCGGCGAGGGCGAGGGCAACCCCTACATGGGCACCCAGACCATGCGGATCAAAGTGATCGAGGGCGGACCTCTGCCCTTCGCCTTCGACATCCTGGCCACATCCTTCATGTACGGCAGCCGGACCTTCATCAAGTACCCCAAGGGCATCCCCGATTTCTTCAAGCAGAGCTTCCCCGAGGGCTTCACCTGGGAGAGAGTGACCAGATACGAGGACGGCGGCGTGATCACCGTGATGCAGGACACCAGCCTGGAAGATGGCTGCCTGGTGTACCATGCCCAGGTCAGGGGCGTGAATTTTCCCAGCAACGGCGCCGTGATGCAGAAGAAAACCAAGGGCTGGGAGCCCAACACCGAGATGATGTACCCCGCTGACGGCGGACTGAGAGGCTACACCCACATGGCCCTGAAGGTGGACGGCGGAGGGCACCTGAGCTGCAGCTTCGTGACCACCTACCGATCCAAGAAAACCGTGGGCAACATCAAGATGCCCGGCATCCACGCCGTGGACCACCGGCTGGAAAGGCTGGAAGAGTCCGACAACGAGATGTTCGTGGTGCAGCGGGAGCACGCCGTGGCCAAGTTCGCCGGCCTGGGCGGAGGGTAAGCGGCCGCGACTCTAGATCATAATCAGCCATACCACATT
mRuby = eqFP611 +  29 Mutations
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mRuby-Lysosomes-20 in HeLa Cells
