pmPlum-Mitochondria-3


                                      
Sequence Number:  Mito-105
Mitochondrial targeting sequence from subunit VIII of human cytochrome C oxidase

TGGCCATCA - mPlum Sequence (678 Nucleotides - 226 Amino Acids)

ATGTACGGC - mPlum Chromophore (MYG) 

TCCGTCCTG - Mitochondrial Targeting Sequence (87 Nucleotides - 29 Amino Acids)

LINKER - 3 Amino Acids (9 Nucleotides) between mPlum and MTS
ATG - Methionine Start Codon
TAG TAA TGA - Stop Codons                                                  Antibiotic = Kan/Neo
CGTCAGATCCGCTAGCATGTCCGTCCTGACGCCGCTGCTGCTGCGGGGCTTGACAGGCTCGGCCCGGCGGCTCCCAGTGCCGCGCGCCAAGATCCATTCGTTGGGGGATCCAATGGTGAGCAAGGGCGAGGAGGTCATCAAGGAGTTCATGCGCTTCAAGGAGCACATGGAGGGCTCCGTGAACGGCCACGAGTTCGAGATCGAGGGCGAGGGCGAGGGCCGCCCCTACGAGGGCACCCAGACCGCCAGGCTGAAGGTGACCAAGGGTGGCCCCCTGCCCTTCGCCTGGGACATCCTGTCCCCTCAGATCATGTACGGCTCCAAGGCCTACGTGAAGCACCCCGCCGACATCCCCGACTACTTGAAGCTGTCCTTCCCCGAGGGCTTCAAGTGGGAGCGCGTGATGAACTTCGAGGACGGCGGCGTGGTGACCGTGACCCAGGACTCCTCCCTGCAGGACGGCGAGTTCATCTACAAGGTGAAGGTGCGCGGCACCAACTTCCCCTCCGACGGCCCCGTAATGCAGAAGAAGACCATGGGCTGGGAGGCCTCCTCCGAGCGGATGTACCCCGAGGACGGCGCCCTGAAGGGCGAGATGAAGATGAGGCTGAGGCTGAAGGACGGCGGCCACTACGACGCCGAGGTCAAGACCACCTACATGGCCAAGAAGCCCGTGCAGCTGCCCGGCGCCTACAAGACCGACATCAAGCTGGACATCACCTCCCACAACGAGGACTACACCATCGTGGAACAGTACGAGCGCGCCGAGGGCCGCCACTCCACCGGCGCCTAAGCGGCCGCGACTCTAGATCATAATCAGCCATACCACATTTGTAG
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mPlum-Mitochondria-3 in HeLa Cells

