pmCrimson2-CytERM-N-17                                                      Sequence Number:  CERM-10x
atggtgagc - mCrimson2 Sequence (732 Nucleotides - 244 Amino Acids) 

atgtacggg - mCrimson2 Chromophore (MYG)
ATGGATCCT - Rabbit Cytochrome p450 Sequence (87 Nucleotides - 29 Amino Acids)

LINKER - 17 Amino Acids (51 Nucleotides) between mCrimson2 and CytERM

ATG - Methionine Start Codon
TAG TAA TGA - Stop Codons                                                                    Antibiotic = Kan/Neo
CCCATGCTAGTGACGTCAGATCCGCTAGCGCTACCGGACTCAGATCTGGTACCCCTTGCAGCTTCCAGTTGTCAGGAAGAGAAGGCTCCCATGGATCCTGTGGTGGTGCTGGGGCTCTGTCTCTCCTGTTTGCTTCTCCTTTCACTCTGGAAACAGAGCTATGGGGGAGGGAAGCTTCGAATTCTGCAGTCGACGGTACCGCGGGCCCGGGATCCACCGGTCGCCACCATGGTGAGCAAGGGCGAGGAGCTGATCAAGGAGAACATGCACAGCAAGCTGTACCTGGAAGGCAGCGTGAACGGCCACCAGTTCAAGTGCACCCACGAAGGGGAGGGCAAGCCCTACGAGGGCACCCAGACCAACAGGATCAAGGTGGTGGAGGGAGGCCCCCTGCCGTTCGCATTCGACATCCTGGCCACCATGTTTATGTACGGGAGCAAGGCCTTCATCAAGTACCCCAAGGGCCTCCCCGATTATTTTAAGCAGTCCTTCCCTGAGGGCTTCACATGGGAGAGAACCATGGTGTTCGAAGACGGGGGCGTGCTGACCGCCACCCAGGACACCAGCCTCCAGGACGGCTGCCTCATCTACAACGTGAAGCTGAGAGGGGTGAACTTCCCAGCCAACGGCCCCGTGATGAAGCAGACAACACTGGGCTGGGAGCCCAGCACCGAGACCCTGTACCCCGCTGACGGCGCCCTGGAAGGCAGATGCGACATGGCCCTGAAGCTCGTGGGCGGGGGCCACCTGCACTGCAACTTCAAGACCACATACAAATCCAAGAAACCCGCTACAAACCTCAAGATGCCCGGCGTCCACTACGTGGACCGCAGACTGGAAAGAATCAAGGAGGCCGACAACGAGACCTACGTCGAGCAGCACGAGGTGGCTGTGGCCAGATACTGCGACCTCCCTAGCAAACTGGGGCACAAACTTAATGGCATGGACGAGCTGTACAAGTAAGCGGCCGCGACTCTAGATCATAATCAGCCAT
