pmCrimson3-H2B-C-10


                          Sequence Number:  H2B-1xx
atggtgagc - mCrimson3 Sequence (732 Nucleotides - 244 Amino Acids) 

atgtacggg - mCrimson3 Chromophore (MYG)
CCAGAGCCA - H2B Sequence (375 Nucleotides - 125 Amino Acids; minus ATG start codon)
LINKER - 10 Amino Acids (30 Nucleotides) between mCrimson3 and H2B
ATG - Methionine Start Codon

TAG TAA TGA - Stop Codons                                                                    Antibiotic = Kan/Neo
CCGCTAGCGCTACCGGAGGCGAGGATCCGATGGTGAGCAAGGGCGAGGAGCTGATCAAGGAGAACATGCACAGCAAGCTGTACCTGACAGGCAGCGTGAACGGCCACCAGTTCAAGTGCACCCACGAAGGGGAGGGCAAGCCCTACGAGGGCACCCAGACCAACAGGATCAAGGTGGTGGAGGGAGGCCCCCTGCCGTTCGCATTCGACATCCTGGCCACCATGTTTATGTACGGGAGCAAGGCCTTCATCAAGTACCCCAAGGGCCTCCCCGATTATTTTAAGCAGTCCTTCCCTGAGGGCTTCACATGGGAGAGAACCATGGTGTTCGAAGACGGGGGCACCCTGACCGCCACCCAGGACACCAGCCTCCAGGACGGCTGCCTCATCTACAACGTGAAGCTGAGAGGGGAGAACTTCCCAGCCAACGGCCCCGTGATGAAGCAGACAACACTGGGCTGGGAGCCCAGCACCGAGACCCTGTACCCCGCTGACGGCGCCCTGGAAGGCAGATGCGACATGGCCCTGAAGCTCGTGGGCGGGGGCCACCTGCACTGCAACTTCAAGACCACATACAAATCCAAGAAACCCGCTACAAACCTCAAGATGCCCGGCGTCCACTACGTGGACCGCAGACTGGAAAGAATCAAGGAGGCCGACAACGAGACCTACGTCGAGCAGCACGAGGTGGCTGTGGCCAGATACTGCGACCTCCCTAGCAAACTGGGGCACAAACTTAATGGCATGGACGAGCTGTACAAGTCCGGACTCAGATCTGGAGGCTCCGGAGGCCCAGAGCCAGCGAAGTCTGCTCCCGCCCCGAAAAAGGGCTCCAAGAAGGCGGTGACTAAGGCGCAGAAGAAAGGCGGCAAGAAGCGCAAGCGCAGCCGCAAGGAGAGCTATTCCATCTATGTGTACAAGGTTCTGAAGCAGGTCCACCCTGACACCGGCATTTCGTCCAAGGCCATGGGCATCATGAATTCGTTTGTGAACGACATTTTCGAGCGCATCGCAGGTGAGGCTTCCCGCCTGGCGCATTACAACAAGCGCTCGACCATCACCTCCAGGGAGATCCAGACGGCCGTGCGCCTGCTGCTGCCTGGGGAGTTGGCCAAGCACGCCGTGTCCGAGGGTACTAAGGCCATCACCAAGTACACCAGCGCTAAGTAAGGATCCACCGGATCTAGATAACTGATCATAATC
mCrimson3-H2B-C-10 in HeLa Cells
