pClover-MyosinIIA-C-18                                                               Sequence Number:  MIIA-1xx
ATGGTGAGC - Clover Sequence (717 Nucleotides - 239 Amino Acids) 

GGCTACGGC - Clover Chromophore (GYG); A206 = GCC
GCTCAGCAG - Mouse Myosin Sequence (5877 Nucleotides - 1959 Amino Acids)

LINKER - 18 Amino Acids (54 Nucleotides) between Clover and Myosin IIA
ATG - Methionine Start Codon
TAG TAA TGA - Stop Codons                                                                    Antibiotic = Kan/Neo
Myosin IIA is mouse non-muscle heavy polypeptide 9 (NM_022410.2)

CTAGTGACGCTCGAGCCGCTAGCGCTACCGGTCGCCACCATGGTGAGCAAGGGCGAGGAGCTGTTCACCGGGGTGGTGCCCATCCTGGTCGAGCTGGACGGCGACGTAAACGGCCACAAGTTCAGCGTCCGCGGCGAGGGCGAGGGCGATGCCACCAACGGCAAGCTGACCCTGAAGTTCATCTGCACCACCGGCAAGCTGCCCGTGCCCTGGCCCACCCTCGTGACCACCTTCGGCTACGGCGTGGCCTGCTTCAGCCGCTACCCCGACCACATGAAGCAGCACGACTTCTTCAAGTCCGCCATGCCCGAAGGCTACGTCCAGGAGCGCACCATCTCTTTCAAGGACGACGGTACCTACAAGACCCGCGCCGAGGTGAAGTTCGAGGGCGACACCCTGGTGAACCGCATCGAGCTGAAGGGCATCGACTTCAAGGAGGACGGCAACATCCTGGGGCACAAGCTGGAGTACAACTTCAACAGCCACAACGTCTATATCACGGCCGACAAGCAGAAGAACGGCATCAAGGCTAACTTCAAGATCCGCCACAACGTTGAGGACGGCAGCGTGCAGCTCGCCGACCACTACCAGCAGAACACCCCCATCGGCGACGGCCCCGTGCTGCTGCCCGACAACCACTACCTGAGCCATCAGTCCGCCCTGAGCAAAGACCCCAACGAGAAGCGCGATCACATGGTCCTGCTGGAGTTCGTGACCGCCGCCGGGATCACTCTCGGCATGGACGAGCTGTACAAGTCCGGACTCAGATCTGGCAGCGGTGGAGGCAGCGCATCCGGCGGAAGCGGAAGCGCTCAGCAGGCTGCAGACAAGTACCTCTATGTGGATAAAAACTTCATCAATAACCCGCTGGCCCAAGCTGACTGGGCTGCCAAGAAGTTGGTATGGGTGCCTTCCAGCAAGAATGGCTTTGAACCAGCCAGCCTCAAGGAGGAGGTGGGAGAAGAGGCCATTGTAGAGCTGGTAGAGAATGGGAAGAAGGTGAAGGTGAACAAGGACGACATCCAGAAGATGAACCCACCCAAGTTCTCCAAGGTGGAGGACATGGCAGAGCTCACGTGCCTCAACGAAGCTTCGGTGCTGCACAACCTCAAGGAGCGATACTACTCAGGGCTTATCTACACCTATTCAGGCCTGTTCTGTGTGGTCATCAACCCTTATAAGAACCTGCCCATCTACTCAGAGGAGATCGTGGAGATGTACAAGGGCAAGAAGAGGCACGAGATGCCACCCCACATCTACGCCATCACAGATACTGCCTACCGGAGCATGATGCAGGACCGGGAAGATCAGTCCATCCTGTGCACGGGGGAGTCTGGAGCAGGGAAGACAGAGAACACCAAGAAAGTCATCCAGTACCTGGCACATGTGGCCTCCTCACACAAGAGCAAGAAGGACCAGGGGGAGTTGGAGCGGCAGCTGCTACAGGCCAACCCTATCCTAGAGGCCTTTGGAAACGCCAAGACGGTGAAGAATGACAACTCCTCTCGATTCGGTAAATTCATTCGTATCAACTTTGATGTCAATGGCTACATTGTTGGTGCCAACATTGAGACTTATCTTCTGGAGAAATCTCGTGCTATCCGCCAAGCCAAAGAGGAGCGGACCTTCCACATCTTCTACTACCTGCTGTCTGGGGCCGGAGAACACCTGAAGACTGATCTCCTGTTGGAGCCATACAACAAATACCGCTTCCTGTCCAACGGGCACGTCACCATCCCTGGGCAGCAGGACAAGGACATGTTCCAGGAGACAATGGAGGCCATGAGAATTATGGGTATCCCAGAGGATGAGCAGATGGGCTTGCTGCGGGTCATCTCTGGGGTCCTTCAGCTTGGCAACATTGCCTTCAAGAAGGAGCGGAACACTGACCAGGCGTCCATGCCGGACAACACAGCTGCTCAAAAGGTGTCCCACCTCCTGGGGATCAATGTGACCGACTTCACCAGAGGCATCCTCACCCCACGCATCAAGGTGGGCAGAGACTATGTGCAGAAGGCGCAGACTAAAGAGCAGGCTGACTTTGCCATTGAGGCCTTGGCCAAGGCTACCTATGAGCGGATGTTCCGCTGGCTGGTGCTTCGCATCAACAAAGCTCTGGACAAGACCAAGAGGCAGGGCGCCTCATTTATCGGGATACTGGACATCGCTGGCTTTGAAATCTTTGATCTGAACTCCTTCGAGCAGCTGTGCATCAACTACACCAACGAGAAGCTGCAGCAGCTGTTCAACCACACCATGTTCATCCTGGAGCAGGAGGAGTACCAGCGAGAGGGCATCGAGTGGAACTTCATCGACTTCGGCCTGGACCTGCAGCCCTGCATCGACCTCATTGAGAAGCCGGCGGGTCCCCCAGGCATCCTGGCCCTGCTAGATGAGGAGTGCTGGTTTCCTAAGGCCACTGACAAGAGCTTCGTGGAGAAGGTGGTGCAGGAGCAGGGCACCCACCCCAAGTTCCAGAAGCCCAAGCAACTGAAGGACAAGGCTGATTTCTGCATTATCCACTATGCCGGCAAGGTGGACTATAAAGCTGACGAGTGGCTGATGAAGAACATGGACCCCTTGAACGACAACATCGCCACGCTGCTTCACCAGTCCTCAGACAAGTTTGTCTCTGAGCTGTGGAAGGATGTGGATCGGATCATTGGCTTGGACCAAGTGGCTGGAATGTCCGAGACAGCACTACCTGGTGCCTTCAAGACCCGGAAGGGCATGTTCCGTACTGTCGGACAGCTGTACAAGGAGCAGCTGGCCAAGCTCATGGCCACGTTGAGGAATACCAACCCCAACTTCGTGCGCTGCATCATTCCCAACCATGAGAAGAAGGCCGGCAAACTGGACCCGCACTTGGTGCTGGACCAGCTGCGCTGCAATGGCGTCCTTGAGGGCATCCGGATCTGCCGCCAGGGCTTTCCCAACAGGGTGGTCTTCCAGGAGTTCCGGCAGAGGTATGAGATCCTCACCCCCAACTCCATCCCGAAGGGCTTCATGGATGGCAAGCAAGCGTGTGTGCTCATGATCAAAGCCTTGGAGCTTGACAGCAACCTGTACCGCATCGGCCAGAGCAAAGTGTTCTTCCGGGCAGGAGTGCTCGCCCACCTGGAGGAAGAGCGGGACCTGAAGATCACCGATGTCATCATTGGCTTCCAGGCCTGCTGCAGGGGCTACCTGGCCAGGAAGGCCTTTGCCAAGAGGCAGCAACAGCTGACCGCCATGAAGGTCCTACAGAGGAACTGTGCTGCGTACCTCAGGCTGCGCAACTGGCAGTGGTGGAGGCTCTTCACCAAGGTCAAGCCCCTGTTGAACTCAATAAGACATGAGGATGAGCTGTTAGCCAAGGAGGCGGAACTGACAAAGGTTCGAGAGAAACATCTGGCTGCAGAGAACAGGCTGACAGAGATGGAGACGATGCAGTCTCAGCTCATGGCAGAGAAGCTGCAGCTTCAGGAGCAGCTGCAGGCGGAGACAGAGCTGTGTGCCGAGGCTGAGGAGCTCCGGGCCCGTCTGACAGCGAAGAAGCAGGAGCTGGAGGAGATATGCCATGACCTGGAGGCCAGGGTGGAGGAGGAGGAGGAGCGCTGCCAGTACCTGCAGGCCGAGAAGAAGAAGATGCAGCAGAACATCCAGGAACTTGAGGAGCAGTTGGAGGAGGAGGAGAGCGCCCGGCAGAAGCTGCAGCTTGAGAAGGTGACCACCGAGGCCAAGCTGAAGAAACTGGAGGAGGACCAGATCATCATGGAGGACCAGAACTGCAAACTGGCCAAGGAGAAGAAACTGCTGGAAGACAGAGTAGCTGAGTTCACTACCAACCTCATGGAAGAGGAGGAGAAGTCCAAGAGCCTGGCCAAGCTCAAGAACAAGCACGAGGCAATGATCACCGACCTGGAAGAGCGCCTCCGTAGGGAGGAGAAGCAGAGGCAGGAGTTGGAGAAGACCCGTCGCAAGCTGGAGGGAGACTCCACAGACCTCAGTGACCAGATTGCTGAGCTCCAGGCGCAGATAGCAGAGCTCAAGATGCAGCTGGCCAAGAAGGAGGAGGAGTTGCAGGCTGCCTTGGCCAGAGTGGAAGAAGAAGCTGCTCAGAAGAATATGGCCCTGAAGAAGATCCGAGAACTGGAAACTCAGATATCTGAGCTCCAGGAGGACCTGGAGTCGGAGCGAGCCTCCAGGAATAAAGCCGAGAAGCAGAAACGGGATCTGGGAGAGGAGCTGGAGGCGCTGAAGACAGAGCTGGAGGACACGCTGGACTCCACGGCTGCCCAGCAGGAGCTGAGGTCGAAGCGTGAGCAGGAGGTGAGCATCCTGAAGAAGACTCTGGAGGACGAGGCCAAGACCCATGAGGCCCAGATCCAGGAGATGAGGCAGAAGCACTCACAGGCTGTGGAGGAGCTGGCAGATCAGTTGGAGCAGACGAAGCGGGTAAAAGCTACCCTTGAGAAGGCGAAGCAGACCCTGGAGAATGAGCGGGGAGAGCTGGCCAATGAGGTGAAGGCCCTGCTGCAAGGCAAGGGCGACTCAGAGCACAAGCGCAAGAAGGTGGAGGCGCAGCTGCAAGAACTGCAGGTCAAGTTCAGCGAGGGAGAGCGCGTGCGAACCGAACTGGCCGACAAGGTCACCAAGCTGCAGGTTGAACTGGACAGTGTGACCGGTCTCCTTAGCCAGTCTGACAGCAAGTCCAGCAAGCTTACGAAGGACTTCTCTGCGCTGGAGTCCCAGCTTCAGGACACACAGGAGTTGCTCCAGGAGGAGAACCGGCAGAAGCTGAGCCTGAGCACCAAGCTCAAGCAGATGGAGGATGAGAAAAACTCCTTCAGGGAGCAGCTGGAGGAGGAGGAGGAGGCCAAGCGCAACTTGGAGAAGCAGATCGCCACGCTCCATGCCCAGGTGACCGACATGAAGAAGAAGATGGAGGACGGTGTAGGGTGCCTGGAGACTGCAGAGGAGGCGAAGCGGAGGCTTCAGAAGGACTTGGAAGGCCTGAGCCAGCGGCTTGAGGAGAAGGTGGCTGCCTACGATAAGCTGGAGAAGACCAAGACACGGCTGCAGCAGGAGCTGGACGACCTGCTGGTTGACCTGGACCACCAGCGGCAGAGCGTCTCCAACCTGGAAAAGAAGCAGAAGAAGTTCGACCAGCTCCTAGCCGAGGAGAAGACCATCTCGGCCAAGTATGCAGAGGAGCGTGACCGAGCTGAGGCTGAGGCCCGTGAGAAGGAGACAAAGGCGCTATCACTGGCCCGGGCGCTTGAGGAGGCCATGGAGCAGAAGGCAGAGCTGGAGCGGCTCAACAAGCAGTTCCGCACGGAGATGGAGGACCTCATGAGCTCCAAGGATGACGTGGGCAAGAGTGTCCACGAGCTGGAGAAGTCCAAGCGGGCCTTGGAGCAGCAGGTGGAGGAGATGAAGACCCAGCTGGAGGAGCTGGAGGATGAGCTGCAGGCCACGGAGGATGCCAAGCTCCGCCTGGAGGTGAACCTGCAGGCCATGAAGGCCCAGTTTGAGCGGGATCTGCAGGGCCGGGATGAACAGAGCGAGGAGAAGAAGAAGCAGCTGGTCAGACAGGTGCGGGAGATGGAGGCGGAGCTGGAGGATGAGAGGAAGCAGCGCTCCATGGCCATGGCCGCACGCAAGAAACTGGAGATGGATCTGAAGGACCTGGAGGCACACATTGACACAGCCAATAAGAACCGGGAAGAGGCCATCAAACAGCTGCGGAAGCTTCAGGCCCAGATGAAGGACTGCATGCGGGAGCTGGACGACACGCGCGCCTCCCGGGAGGAGATCCTGGCGCAGGCCAAGGAGAATGAGAAGAAGCTGAAGAGCATGGAGGCCGAGATGATTCAGCTGCAGGAGGAACTGGCAGCTGCTGAGCGTGCTAAGCGTCAGGCCCAACAGGAACGGGACGAGCTGGCTGATGAGATCGCCAACAGCAGTGGCAAAGGGGCCCTAGCATTAGAGGAGAAGCGGCGACTGGAGGCCCGCATTGCCCTGCTGGAGGAGGAGCTGGAGGAGGAACAGGGCAACACGGAGCTGATCAACGATCGGCTGAAGAAGGCCAACCTGCAGATCGACCAAATAAACACCGACCTGAACCTGGAACGCAGCCACGCACAGAAGAATGAGAATGCGCGACAGCAGCTGGAACGCCAGAACAAGGAGCTCAAGGCCAAGCTGCAGGAAATGGAGAGTGCTGTCAAGTCCAAATACAAGGCCTCCATCGCGGCCTTGGAGGCCAAAATTGCACAGCTGGAGGAACAGCTGGACAACGAGACCAAGGAGCGCCAGGCAGCCTCCAAGCAGGTGCGCCGGACGGAGAAGAAGCTGAAGGACGTGCTGCTGCAGGTGGAGGACGAGCGGAGGAACGCGGAACAGTTCAAGGACCAGGCTGACAAGGCGTCCACCCGCCTGAAGCAGCTTAAACGGCAGCTAGAGGAGGCTGAAGAGGAGGCCCAGCGGGCCAATGCCTCACGCCGGAAGCTGCAGCGTGAGCTGGAAGATGCCACAGAGACCGCTGATGCTATGAACCGCGAGGTCAGCTCCCTGAAGAACAAACTGAGGCGTGGGGACCTGCCATTTGTCGTGACTCGCCGAATTGTTCGGAAAGGCACTGGCGACTGCTCAGACGAGGAGGTCGACGGTAAAGCAGATGGGGCCGATGCCAAGGCAGCTGAATAGGAATTCTGCAGTCGACGGTACCGCGGGCCCGGGATCCACCGGATCTAGATAACTGATCATAATCAGCCATACCA
Clover = GFP + S30R / Y39N / S65G / Q69A / N105T / Y145F / M153T / I171V /T203H
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Clover-MyosinIIA-C-14 in HeLa Cells
