pPS-CFP2-Cx32-7



                       Sequence Number:  Cx32-117
TCTCACGCT - PS-CFP2 Sequence (714 Nucleotides - 238 Amino Acids)

AGCTACGGC - PS-CFP2 Chromophore (SYG)
CCTCTGGGA - 5’ Untranslated Connexin Sequence (62 Nucleotides)

ATGAACTGG - Human Beta-1 Connexin-32 Sequence (849 Nucleotides - 283 Amino Acids)

LINKER - 7 Amino Acids (21 Nucleotides) between PS-CFP2 and Cx32

ATG - Methionine Start Codon

TAG TAA TGA - Stop Codons                                                                    Antibiotic = Kan/Neo
GATCCGCTAGCGCTACCGGACTCAGATCTCGAGCTCAAGCTTCGAATTCCCTCTGGGAAAGGGCAGCAGCAGCCAGGTGTGGCAGTGACAGGGAGGTGTGAATGAGGCAGGATGAACTGGACAGGTTTGTACACCTTGCTCAGTGGCGTGAACCGGCATTCTACTGCCATTGGCCGAGTATGGCTCTCGGTCATCTTCATCTTCAGAATCATGGTGCTGGTGGTGGCTGCAGAGAGTGTGTGGGGTGATGAGAAATCTTCCTTCATCTGCAACACACTCCAGCCTGGCTGCAACAGCGTTTGCTATGACCAATTCTTCCCCATCTCCCATGTGCGGCTGTGGTCCCTGCAGCTCATCCTAGTTTCCACCCCAGCTCTCCTCGTGGCCATGCACGTGGCTCACCAGCAACACATAGAGAAGAAAATGCTACGGCTTGAGGGCCATGGGGACCCCCTACACCTGGAGGAGGTGAAGAGGCACAAGGTCCACATCTCAGGGACACTGTGGTGGACCTATGTCATCAGCGTGGTGTTCCGGCTGTTGTTTGAGGCCGTCTTCATGTATGTCTTTTATCTGCTCTACCCTGGCTATGCCATGGTGCGGCTGGTCAAGTGCGACGTCTACCCCTGCCCCAACACAGTGGACTGCTTCGTGTCCCGCCCCACCGAGAAAACCGTCTTCACCGTCTTCATGCTAGCTGCCTCTGGCATCTGCATCATCCTCAATGTGGCCGAGGTGGTGTACCTCATCATCCGGGCCTGTGCCCGCCGAGCCCAGCGCCGCTCCAATCCACCTTCCCGCAAGGGCTCGGGCTTCGGCCACCGCCTCTCACCTGAATACAAGCAGAATGAGATCAACAAGCTGCTGAGTGAGCAGGATGGCTCCCTGAAAGACATACTGCGCCGCAGCCCTGGCACCGGGGCTGGGCTGGCTGAAAAGAGCGACCGCTGCTCGGCCTGCGCGGATCCACCGGTCGCCACCATGAGCAAGGGCGCCGAGCTGTTCACCGGCATCGTGCCCATCCTGATCGAGCTGAATGGCGATGTGAATGGCCACAAGTTCAGCGTGAGCGGCGAGGGCGAGGGCGATGCCACCTACGGCAAGCTGACCCTGAAGTTCATCTGCACCACCGGCAAGCTGCCTGTGCCCTGGCCCACCCTGGTGGCCACCCTGAGCTACGGCGTGCAGTGCTTCTCACGCTACCCCGATCACATGAAGCAGCACGACTTCTTCAAGAGCGCCATGCCTGAGGGCTACATCCAGGAGCGCACCATCTTCTTCGAGGATGACGGCAACTACAAGACGCGCGCCGAGGTGAAGTTCGAGGGCGATACCCTGGTGAGTCGCATCGAGCTGACCGGCACTGATTTCAAGGAGGATGGCAACATCCTGGGCAATAAGATGGAGTACAACTACAACGCCACCAATGTGTACATCGTGGCCGACAAGGCCAGGAATGGCATCAAGGTGAACTTCAAGGTCCGCCACAACATCAAGGATGGCAGCGTGCAGCTGGCCGACCACTACCAGCAGAATACCCCCATCGGCGATGGCCCTGTGCTGCTGCCCGATAACCACTACCTGTCCACCCAGAGCGCCCTGTCCAAGGACCCCAACGAGAAGCGCGATCACATGATCTACCTCGAGTTCGTGACCGCCGCCGCCATCACCCACGGCATGGATGAGCTGTACAAGTAAAGCGGCCGCGACTCTAGATCATAATCAGCCATACCACATT
[image: image1.jpg]


   [image: image2.jpg]‘Normalize Inensity

0 o @ 0 %o sk s o S0 60 60 60
Larbsom)





PS-CFP2-Cx32-7 in HeLa Cells

