pKikume-ER-3



                                        Sequence Number:  ER-100
TGGCGGCCA - Kikume (wtKikGR) Sequence (681 Nucleotides - 227 Amino Acids)

CATTACGGC - Kikume Chromophore (HYG)

GCCTTGCGA - Calreticulin Targeting Sequence (51 Nucleotides - 17 Amino Acids)

GACGAGCTG - KDEL Coding Sequence (9 Nucleotides - 3 Amino Acids)

LINKER - 3 Amino Acids (9 Nucleotides) between Kikume and Calreticulin
ATG - Methionine Start Codon
TAG TAA TGA - Stop Codons                                                                     Antibiotic = Kan/Neo
CCCCATTGACGCAAATGGGCGGTAGGCGTGTACGGTGGGAGGTCTATATAAGCAGAGCTGGTTTAGTGAACCGTCAGATCCGCTAGCATGCTGCTATCCGTGCCGTTGCTGCTCGGCCTCCTCGGCCTGGCCGTCGCCGACCGGTCGGTGAGTGTGATTACATCAGAAATGAAGATCGAGCTGCGTATGGAAGGCGCTGTAAACGGGCACAAGTTCGTGATTACAGGGAAAGGAAGTGGCCAGCCTTTCGAGGGAATACAGAATGTGGACCTGACAGTCATAGAGGGCGGACCTCTTCCTTTTGCTTTCGATATCCTGACAACAGCATTCCATTACGGCAACCGGGTATTTGTCGAATACCCAGAAGAAATAGTAGACTACTTCAAGCAGTCGTTTCCTGAGGGTTATTCTTGGGAACGAAGCATGAGTTACGAAGACGGGGGAATTTGCCTCGCCACAAACAATATAACGATGAAGAAAGACGGCAGCAACTGTTTTGTCAATGAAATTCGATTTGATGGTGTGAACTTTCCTGCCAATGGTCCAGTTATGCAGAGGAAGACCGTCAAATGGGAGCCATCCACTGAGAAAATGTATGTGCGTGATGGAGTGCTGAAGGGTGATGTAAACATGGCTCTGTTGCTTCAAGGAGGTGGCCATTACCGATGTGACTTCAGAACTACTTACAAAGCAAAGAAGGTTGTCCAGTTGCCAGACTATCACTTCGTGGATCATCAAATGGAGATAACAAGCCATGACAAGGATTACAACAAGGTTAAGCTGTATGAGCACGCTAAAGCTCATTCCGGGCTGCCAAGGCTGGCCAAGGACGAGCTGTAAGAATTCTGCAGTCGACGGTACCGCGGGCCCGGGATCCACCGGATCTAGATAACTGATCATAATCAGCCATACCACATTTGTAGAGGTTTTACTTGCTTTAAAAACCTCCCACACCTCCCCCTGAACCTGAAACATAAAATGAATGCAATTGTTGTTGTTAACTTGTTTATTGCAGCTTATAATGGTTACAAATAAAGCAATAGCATCACAAATTTCACAAATAAAGCATTTTTTTC

Notes: CAC (base 648) silent mutation from original: CAT Both codons are Histidine


First amino acid (Met – ATG) removed in Kikume sequence


AAG Lysine shared by Kikume and KDEL coding sequence
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Kikume-ER-3 in Rabbit Kidney (RK-13) Epithelial Cells
