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       Sequence Number:  H1-102
GGACGGTCG - mEos3.2 (678 nucleotides and 226 amino acids) 
CATTACGGC - mEos3.2 Chromophore (HYG)
TCCAAGGAC - Mouse Histone H1 Sequence (582 Nucleotides - 194 Amino Acids) 
LINKER - 10 Amino Acids (30 Nucleotides) between mEos3.2 and H1
ATG - Methionine Start Codon

TAG TAA TGA - Stop Codons                                                                    Antibiotic = Kan/Neo
CCAGTGCTAGTGACGTCAGATCCGCTAGCCGCCACCATGACCGAGAACTCCACCTCCGCCCCGGCGGCGAAGCCCAAACGGGCCAAGGCTTCCAAGAAGTCCACGGACCACCCCAAGTATTCAGACATGATCGTGGCTGCTATCCAGGCAGAGAAGAACCGTGCCGGCTCCTCGCGCCAGTCCATCCAAAAGTATATCAAGAGCCACTACAAGGTGGGTGAGAACGCCGACTCCCAGATCAAGTTGTCCATCAAGCGCCTAGTGACCACCGGTGTTCTCAAGCAAACCAAAGGGGTGGGCGCCTCGGGGTCCTTCAGGCTGGCCAAGGGCGATGAGCCCAAAAGGTCGGTGGCTTTCAAGAAGACCAAGAAGGAAGTCAAGAAAGTGGCCACTCCAAAGAAGGCAGCCAAGCCCAAGAAGGCTGCCTCCAAAGCCCCAAGCAAGAAACCCAAAGCCACCCCTGTCAAGAAGGCCAAGAAGAAGCCGGCTGCCACGCCCAAGAAAGCCAAAAAGCCCAAGGTTGTCAAAGTCAAACCAGTCAAGGCCTCCAAACCCAAGAAGGCCAAAACCGTGAAGCCCAAAGCCAAGTCGAGTGCCAAGAGGGGGAGCAAGAAGAAGTCGGGAAGCACGAATCCACCGGTCGCCACCATGAGTGCGATTAAGCCAGACATGAAGATCAAACTCCGTATGGAAGGCAACGTAAACGGGCACCACTTTGTGATCGACGGAGATGGTACAGGCAAGCCTTTTGAGGGAAAACAGAGTATGGATCTTGAAGTCAAAGAGGGCGGACCTCTGCCTTTTGCCTTTGATATCCTGACCACTGCATTCCATTACGGCAACAGGGTATTCGCCAAATATCCAGACAACATACAAGACTATTTTAAGCAGTCGTTTCCTAAGGGGTATTCGTGGGAACGAAGCTTGACTTTCGAAGACGGGGGCATTTGCAACGCCAGAAACGACATAACAATGGAAGGGGACACTTTCTATAATAAAGTTCGATTTTATGGTACCAACTTTCCCGCCAATGGTCCAGTTATGCAGAAGAAGACGCTGAAATGGGAGCCCTCCACTGAGAAAATGTATGTGCGTGATGGAGTGCTGACGGGTGATATTGAGATGGCTTTGTTGCTTGAAGGAAATGCCCATTACCGATGTGACTTCAGAACTACTTACAAAGCTAAGGAGAAGGGTGTCAAGTTACCAGGCGCCCACTTTGTGGACCACTGCATTGAGATTTTAAGCCATGACAAAGATTACAACAAGGTTAAGCTGTATGAGCATGCTGTTGCTCATTCTGGATTGCCTGACAATGCCAGACGATAAGCGGCCGCGACTCTAGATCATAATCAGCCATACCACATTGTAGAGTAGCC
mEos3.2 = mEos2 + I102N/H158E/Y189A
