pmEos3d.2G16-Cx43-7



            Sequence Number:  Cx43-1xx
ATGGTGAGT - mEos3d.2G16 Sequence (681 Nucleotides - 227 Amino Acids) 

CATTACGGC - mEos3d.2G16 Chromophore (HYG)

CCTCTGGGA - 5’ Untranslated Connexin Sequence (187 Nucleotides)

ATGAACTGG - Rat Alpha-1 Connexin-43 Sequence (1,146 Nucleotides - 382 Amino Acids)

LINKER - 7 Amino Acids (21 Nucleotides) between mEos3d.2G16 and Cx43

ATG - Methionine Start Codon

TAG TAA TGA - Stop Codons                                                                     Antibiotic = Kan/Neo
TCAGATCCGCTAGCGCTACCGGACTCAGATCTCGAGCTCAAGCTTCGAATTCGGCAGCACTTTTCTTTCATTGGGGGGAAGGCGTGAGGAAAGTACCAAACAGCAGCAGACTTTTAAACTTTAAACAGACAGGTCTGAGAGCCTGAACTCTCATTTTTCCTTTGACTTCAGCCTCCAAGGAGTTCCACCAACTTTGGCGCGCCGGCTTCACTTTCATTAAGTGAAAGAGAGGTGCCCAGACATGGGTGACTGGAGTGCCTTGGGGAAGCTTCTGGACAAGGTCCAAGCCTACTCCACCGCTGGAGGGAAGGTGTGGCTGTCAGTGCTCTTCATATTCAGAATCCTGCTCCTGGGGACAGCTGTTGAGTCAGCTTGGGGTGATGAACAGTCTGCCTTTCGCTGTAACACTCAACAACCTGGCTGCGAAAACGTCTGCTATGACAAGTCCTTCCCCATCTCTCACGTGCGCTTCTGGGTCCTTCAGATCATATTCGTGTCTGTGCCCACACTCCTGTACTTGGCCCATGTGTTCTATGTGATGAGGAAGGAAGAGAAGCTAAACAAGAAAGAAGAGGAGCTCAAAGTGGCCCAGACTGACGGGGTCAACGTGGAGATGCACCTGAAGCAGATTGAAATCAAGAAGTTCAAGTACGGGATTGAAGAGCACGGCAAGGTGAAAATGAGGGGCGGCTTGCTGAGAACCTACATCATCAGCATCCTCTTCAAGTCTGTCTTCGAGGTGGCCTTCCTGCTCATCCAGTGGTACATCTATGGGTTCAGCTTGAGCGCGGTCTACACCTGCAAGAGAGATCCCTGCCCCCACCAGGTAGACTGCTTCCTCTCACGTCCCACGGAGAAAACCATCTTCATCATCTTCATGCTGGTGGTGTCCTTGGTGTCTCTCGCTTTGAACATCATTGAGCTCTTCTACGTCTTCTTCAAAGGCGTTAAGGATCGCGTGAAGGGAAGAAGCGATCCTTACCACGCCACCACTGGCCCACTGAGCCCATCAAAAGACTGCGGATCTCCAAAATACGCCTACTTCAATGGCTGCTCCTCACCAACGGCTCCACTCTCGCCTATGTCTCCTCCTGGGTACAAGCTGGTTACTGGTGACAGAAACAATTCCTCGTGCCGCAATTACAACAAGCAAGCTAGCGAGCAAAACTGGGCGAACTACAGCGCAGAGCAAAATCGCATGGGGCAGGCCGGAAGCACCATCTCCAACTCGCACGCCCAGCCGTTCGATTTCCCCGACGACAACCAGAATGCCAAAAAAGTTGCTGCTGGACATGAACTCCAGCCATTAGCCATCGTGGACCAACGACCTTCCAGCAGAGCCAGCAGCCGCGCCAGCAGCAGGCCTCGGCCTGATGACCTGGAGATTGCGGATCCACCGGTCGCCACCATGGTGAGTGCGATTAAGCCAGACATGAGGATCAAACTCCGTATGGAAGGCAACGTAAACGGGCACCACTTTGTGATCGACGGAGATGGTACAGGCAAGCCTTATGAGGGAAAACAGACCATGGATCTTGAAGTCAAAGAGGGCGGACCTCTGCCTTTTGCCTTTGATATCCTGACCACTGCATTCCATTACGGCAACAGGGTATTCGTGAAATATCCAGACAACATACAAGACTATTTTAAGCAGTCGTTTCCTAAGGGGTATTCGTGGGAACGAAGCTTGACTTTCGAAGACGGGGGCATTTGCAATGCCAGAAACGACATAACAATGGAAGGGGACACTTTCTATAATAAAGTTCGATTTTATGGTACCAACTTTCCCGCCAATGGTCCAGTTATGCAGAAGAAGACGCTGAAATGGGAGCCCTCCACTGAGAAAATGTATGTGCGTGATGGAGTGCTGACGGGTGATATTGAGATGGCTTTGTTGCTTGAAGGAAATGCCCATTACCGATGTGACTTCAGAACTACTTACAAAGCTAAGGAGAAGGGTGTCAAGTTACCAGGCGCCCACTTTGTGGACCACGCCATTGAGATTTTAAGCCATGACAAAGATTACAACAAGGTTAAGCTGTATGAGCATGCTGTTGCTCATTCTGGATTGCCTGACAATGCCAGACGATAAGCGGCCGCGACTCTAGATCATAATCAGCCATACCACATTGT
mEos3dG16 = mEos2 + S1V/K9R/F34Y/S39T/A69V/N102Y/E158H/A189Y/C195A

mEos3d.2G16-Cx43-7 in HeLa Cells
