pmKOet-H3-23 




       Sequence Number:  H3-104
mKusabira Orange with EGFP Termini: N = 11 Amino Acids; C = 8 Amino Acids
GTGATTAAA - mKO Sequence (645 Nucleotides - 215 Amino Acids; Missing 5’-MVS)

ATGGTGAGC - EGFP Nucleotides
TGTTACGGC - mKO Chromophore (CYG)
TCCAAGGAC - Human Histone H3 Sequence (408 Nucleotides - 136 Amino Acids) 
LINKER - 23 Amino Acids (69 Nucleotides) between mKOet and H3
ATG - Methionine Start Codon

TAG TAA TGA - Stop Codons                                                                    Antibiotic = Kan/Neo
GACGTCAGATCCGCTAGCCGCCACCATGGCTCGTACTAAACAGACAGCTCGGAAATCCACCGGCGGTAAAGCGCCACGCAAGCAGCTGGCTACCAAGGCTGCTCGCAAGAGCGCGCCGGCTACCGGCGGCGTGAAAAAGCCTCACCGTTACCGCCCGGGCACTGTGGCTCTGCGCGAGATCCGCCGCTACCAAAAGTCGACCGAGTTGCTGATTCGGAAGCTGCCGTTCCAGCGCCTGGTGCGAGAAATCGCCCAAGACTTCAAGACCGATCTTCGCTTCCAGAGCTCTGCGGTGATGGCGCTGCAGGAGGCTTGTGAGGCCTACTTGGTAGGGCTCTTTGAGGACACAAACCTTTGCGCCATCCATGCTAAGCGAGTGACTATTATGCCCAAAGACATCCAGCTCGCTCGCCGCATTCGCGGAGAAAGAGCGGATCTCGAGCTCAAGCTTCGAATTCTGCAGTCGACGGTACCGCGGGCCCGGGATCCACCGGTCGCCACCATGGTGAGCAAGGGCGAGGAGAATAACATGGCCGTGATTAAACCAGAGATGAAGATGAGGTACTACATGGACGGCTCCGTCAATGGGCATGAGTTCACAATTGAAGGTGAAGGCACAGGCAGACCTTACGAGGGACATCAAGAGATGACACTACGCGTCACAATGGCCAAGGGCGGGCCAATGCCTTTCGCGTTTGACTTAGTGTCACACGTGTTCTGTTACGGCCACAGACCTTTTACTAAATATCCAGAAGAGATACCAGACTATTTCAAACAAGCATTTCCTGAAGGCCTGTCATGGGAAAGGTCGTTGGAGTTCGAAGATGGTGGGTCCGCTTCAGTCAGTGCGCATATAAGCCTTAGAGGAAACACCTTCTACCACAAATCCAAATTTACTGGGGTTAACTTTCCTGCCGATGGTCCTATCATGCAAAACCAAAGTGTTGATTGGGAGCCATCAACCGAGAAAATTACTGCCAGCGACGGAGTTCTGAAGGGTGATGTTACGATGTACCTAAAACTTGAAGGAGGCGGCAATCACAAATGCCAATTCAAGACTACTTACAAGGCGGCAAAAAAGATTCTTAAAATGCCAGGAAGCCATTACATCAGCCATCGCCTCGTCAGGAAAACCGAAGGCAACATTACTGAGCTGGTAGAAGATGCAGTAGCTCATTCCGGCGGCATGGACGAGCTGTACAAGTAAGCGGCCGCGACTCTAGATCATAATCAGCCATACCACATTG
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mKOet-H3-23 in HeLa Cells

