pmTagRFP-T-C-Src-7


 
      
           Sequence Number:  CSRC-109
mTagRFP with EGFP C-Terminus 7 Amino Acids and S158T Mutation (AGA => ACC)
ATGGTGTCT - mTagRFP Sequence (732 Nucleotides - 244 Amino Acids)

GGCATGGAC - EGFP C-Terminal Sequence (21 Nucleotides - 7 Amino Acids)

ATGTACGGC - mTagRFP Chromophore (MYG); S168T = ACC
ATGTCACAA - Chicken C-Src Sequence (1599 Nucleotides - 533 Amino Acids)

LINKER - 7 Amino Acids (21 Nucleotides) between mTagRFP-T and C-Src

ATG - Methionine Start Codon

TAG TAA TGA - Stop Codons                                                                     Antibiotic = Kan/Neo

GACGTCAGATCCGCTAGCGCTACCGGACTCAGATCTCGAGCTCAAGCTTCGAATTCATGGGGAGCAGCAAGAGCAAGCCCAAGGACCCCAGCCAGCGCCGGCGCAGCCTGGAGCCACCCGACAGCACCCACCACGGGGGATTCCCAGCCTCGCAGACCCCCAACAAGACAGCAGCCCCCGACACGCACCGCACCCCCAGCCGCTCCTTTGGGACCGTGGCCACCGAGCCCAAGCTCTTCGGGGGCTTCAACACTTCTGACACCGTCACGTCGCCGCAGCGTGCCGGGGCACTGGCTGGCGGCGTCACCACTTTCGTGGCTCTCTATGACTACGAGTCCCGGACTGAAACGGACTTGTCCTTCAAGAAAGGAGAACGCCTGCAGATTGTCAACAACACGGAAGGTGACTGGTGGCTGGCTCATTCCCTCACTACAGGACAGACGGGCTACATCCCCAGTAACTATGTCGCGCCCTCAGACTCCATCCAGGCTGAAGAGTGGTACTTTGGGAAGATCACTCGTCGGGAGTCCGAGCGGCTGCTGCTCAACCCCGAAAACCCCCGGGGAACCTTCTTGGTCCGGGAGAGCGAGACGACAAAAGGTGCCTATTGCCTCTCCGTTTCTGACTTTGACAACGCCAAGGGGCTCAATGTGAAGCACTACAAGATCCGCAAGCTGGACAGCGGCGGCTTCTACATCACCTCACGCACACAGTTCAGCAGCCTGCAGCAGCTGGTGGCCTACTACTCCAAACATGCTGATGGCTTGTGCCACCGCCTGACCAACGTCTGCCCCACGTCCAAGCCCCAGACCCAGGGACTCGCCAAGGACGCGTGGGAAATCCCCCGGGAGTCGCTGCGGCTGGAGGTGAAGCTGGGGCAGGGCTGCTTTGGAGAGGTCTGGATGGGGACCTGGAACGGCACCACCAGAGTGGCCATAAAGACTCTGAAGCCCGGCACCATGTCCCCGGAGGCCTTCCTGCAGGAAGCCCAAGTGATGAAGAAGCTCCGGCATGAGAAGCTGGTTCAGCTGTACGCAGTGGTGTCGGAAGAGCCCATCTACATCGTCACTGAGTACATGAGCAAGGGGAGCCTCCTGGATTTCCTGAAGGGAGAGATGGGCAAGTACCTGCGGCTGCCACAGCTCGTCGATATGGCTGCTCAGATTGCATCCGGCATGGCCTATGTGGAGAGGATGAACTACGTGCACCGAGACCTGCGGGCGGCCAACATCCTGGTGGGGGAGAACCTGGTGTGCAAGGTGGCTGACTTTGGGCTGGCACGCCTCATCGAGGACAACGAGTACACAGCACGGCAAGGTGCCAAGTTCCCCATCAAGTGGACAGCCCCCGAGGCAGCCCTCTATGGCCGGTTCACCATCAAGTCGGATGTCTGGTCCTTCGGCATCCTGCTGACTGAGCTGACCACCAAGGGCCGGGTGCCATACCCAGGGATGGTCAACAGGGAGGTGCTGGACCAGGTGGAGAGGGGCTACCGCATGCCCTGCCCGCCCGAGTGCCCCGAGTCGCTGCATGACCTCATGTGCCAGTGCTGGCGGAAGGACCCTGAGGAGCGGCCCACTTTTGAGTACCTGCAGGCCTTCCTGGAGGACTACTTCACCTCGACAGAGCCCCAGTACCAGCCTGGAGAGAACCTACGGGATCCACCGGTCGCCACCATGGTGTCTAAGGGCGAAGAGCTGATTAAGGAGAACATGCACATGAAGCTGTACATGGAGGGCACCGTGAACAACCACCACTTCAAGTGCACATCCGAGGGCGAAGGCAAGCCCTACGAGGGCACCCAGACCATGAGAATCAAGGTGGTCGAGGGCGGCCCTCTCCCCTTCGCCTTCGACATCCTGGCTACCAGCTTCATGTACGGCAGCAGAACCTTCATCAACCACACCCAGGGCATCCCCGATTTCTTTAAGCAGTCCTTCCCTGAGGGCTTCACATGGGAGAGAGTCACCACATACGAAGACGGGGGCGTGCTGACCGCTACCCAGGACACCAGCCTCCAGGACGGCTGCCTCATCTACAACGTCAAGATCAGAGGGGTGAACTTCCCATCCAACGGCCCTGTGATGCAGAAGAAAACACTCGGCTGGGAGGCCAACACCGAGATGCTGTACCCCGCTGACGGCGGCCTGGAAGGCAGAACCGACATGGCCCTGAAGCTCGTGGGCGGGGGCCACCTGATCTGCAACTTCAAGACCACATACAGATCCAAGAAACCCGCTAAGAACCTCAAGATGCCCGGCGTCTACTATGTGGACCACAGACTGGAAAGAATCAAGGAGGCCGACAAAGAGACCTACGTCGAGCAGCACGAGGTGGCTGTGGCCAGATACTGCGACCTCCCTAGCAAACTGGGGCACAAACTTAATGGCATGGACGAGCTGTACAAGTAAGCGGCCGCGACTCTAGATCATAATCAGCCATACCACAT
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mTagRFP-T-C-Src-7 in HeLa Cells
