
bla 913..53

R24 1154..1131
T0 1161..1263

Mutation 1296..1296
Mutation (remove SalI site) 1309..1309
Mutation 1317..1317
Insulator (11x bp changes from proD, Davis et al.,  1290..1351
Mutation 1323..1328
Mutation 1338..1338
Mutation 1346..1346
P12 promoter 1352..1387

BCD7 1388..1475
Point mutation (remove PstI) 1661..1661

Point mutation (remove AscI) 1769..1769
thyA 1476..2267

Zeta toxin 3265..2402

Point mutation (remove HindIII) 2456..2456
Spacer 351 2401..2357

BBa_1002 2356..2323
Spacer 694 2322..2278

Point mutation (remove SpeI) 3029..3029

spoVG2 3283..3273
-10 3303..3298
-35 3326..3321

Point mutation (remove SwaI) 3332..3332
veg promoter (BBa_K143012) 3388..3292

Ori of ColE2 (Extended) 3397..3866
Minimal ColE2 Origin (purported) 3808..3845

T1 3985..3881

pSEVAT7Z1A

3986 bp


