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AGCTGAGGAGCCTGAGATCTGACGACACGGCCGTGTATTACTGTGCGACCCAGGCCGCTATGGACGTCTGGGGCCAAGGAACCCTGGTCACCGTCTCCT CAGGTGGCG
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GAAGCAGGTCCAACATCGGAGGCAATACTGTAAACTGGTACCAGCAACTCCCAGGAACGGCCCCCAAACT CCTCAT CTATGCTAACGAT CAGCGGCCCT CAGGGGTCC
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TGAATGGTGTGGTTTTCGG CGGAGGGACCAAACTAACCGT CCTAGGT CAGCCCAAGG CCGCCCCCT CGGCLG CCGCAGAG CCCAAAT CT TG TGACAAAACT CACACAT
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GCCCACCGTGCCCAGCACCTGAACT CCTGGGGGGACCCTCAGTCTTCCTCTTCCCCCCAAAACCCAAGGACACCCT CATGAT CTCCCGGACCCCTGAGGTCACATG CG
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s ™Y R V Vv s v L. T Vv L H Q D W L N G K E Y K C K V s N K A L »? A P I E

1,190 1,200 1,210 1,220 1,230 1,240 1,250 1,260 1,270 1,280 1,290
v ' ' l v ' ' ' ' ' '
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AAGGCTTCTATCCCAGCGACATCGCCGTGGAGTGGGAGAG CAATGGG CAGCCGGAGAACAACTACAAGACCACGCCTCCCGTGCTGGACTCCGACGGCTCCTTCTTCC
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CCCTGT CT CCGGGTAAATCCGGCGG CT CCT CTAGAGGAGG CACCGAGACCAGCCAGGTGGCGCCCG CCATTGAAGT TATGTAT CCTCCT CCTTACCTAGACAATGAGA
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