Sequence: pATM (pKD-G11).dna (Circular / 7830 bp)
Enzymes: Unique 6+ Cutters (31 of 653 total) Unique Cutters Bold
Features: 14 visible, 14 total

CAP binding site

HindIII (234)
SphI (244)

SnaBI (599)

(7822) BspQI - Sapl

(6751) Bsal \ac promoter

(6670) NmeAIII
NotI (1249)

EcoRV (1568)

— SacII (1601)

(6217) XmnI
BlpI (1725)
___—— AarI (1795)

Mrel - SgrAI (1882)

pATM (pKD-G11)
7830 bp

Agel (2302)

(5421) Dralll

(4951) Sacl
(4949) Eco53kI
(4945) Kpnl
(4941) Acc651
(4939) Bmtl
(4935) Nhel
(4929) AbsI - PspXI

(4410) Bsu36I
BsrGI (3735)
(4131) Mfel BStBI (3755)

B-globin intron KflI - PpuMI (3789)
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