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ROZA XL 1846 bp

Coding sequence cloned into the BamHI-EcoRlI sites within the MCS of pCDNA3.1+

Protein sequence:

MVSKGEELFTGVVPILVELDGDVNGHRFSVSGEGEGDATYGKLTLKEFICTTGK
LPVPWPTLVTTLTWGVQCESRYPDHMKOHDEFFKSAMPEGYVQERTIFEFKDDGN
YKTRAEVKFEGDTLVNRIELKGIDFKEDGNILGHKLEYNY ISHNVYITADKQK
NGIKAHFKIRHNIEDGSVQLADHYQONTPIGDGPVLLPDNHYLSTQSALSKDP
NEKRDHMVLLEFVTAARMHKPHPWEFFGKIPRAKAEEMLSKORHDGAFLIRESE
SAPGDFSLSVKEFGNDVOHFKVLRDGAGKYFLWVVKENSLNELVDYHRSTSVSR
NOOIFLRDIEGNNGGNNNGGSAGNNGGGSREYVNVSOELELMVSKGEELETGV
VPILVELDGDVNGHKEFSVSGEGEGDATYGKLTLKLLCTTGKLPVPWPTLVTTL
GYGVQCFARYPDHMKQHDEFFKSAMPEGYVQERTIFFKDDGNYKTRAEVKEFEGD
TLVNRIELKGIDFKEDGNILGHKLEYNYNSHNVYITADKOQKNGIKANFKIRHN
TEDGGVQLADHYQONTPIGDGPVLLPDNHYLSYQSALFKDPNEKRDHMVLLEF
LTAAGITEGMNELYK*

Domain organization: CFP SH2 GRB2 LINKER EAT SEQUENCE YPET

ROZA XL YF =
LAT SUBSTRATE SEQUENCE: SREYVNVSQEL mutated to SREFVNVSQEL



cDNA (see Genbank Accession number KM979358) .

tcggatcccgeggecgecaccatggtgagcaagggegaggagcetgttcaccggggtggtgeccatectggtecgagetggacggeg
acgtaaacggccacaggttcagcgtgtccggegagggcgagggegatgecacctacggcaagetgaccctgaagttcatctgeacc
accggcaagctgeccgtgecctggeccaccctegtgaccaccctgacctggggegtgeagtgcttcageegetaccecgaccacatg
aagcagcacgacttcttcaagtccgecatgeccgaaggctacgtccaggagegtaccatcttcttcaaggacgacggceaactacaaga
ccegegecgaggtgaagttcgagggegacaccctggtgaaccgeatcgagetgaagggceatcgacttcaaggaggacggceaacat
cctggggeacaagctggagtacaactacatcagecacaacgtctatatcaccgecgacaagcagaagaacggceatcaaggeccactt
caagatccgccacaacatcgaggacggcagegtgcagetcgecgaccactaccagcagaacacceccatcggegacggecccgt
gctgctgeccgacaaccactacctgagcacccagtcecgecctgagcaaagaccccaacgagaagegegatcacatggtectgetgg
agttcgtgaccgccgeccgeatgcataaaccacatcegtggttttttggcaaaatccccagagecaaggcagaagaaatgetcageaa
acagcggcatgacggggccttcctgatccgagagagcgagagegcetectggggacttcteectgteegtcaagtttggaaatgatgtg
cagcacttcaaggtgctccgegacggagecgggaagtatttectgtgggtggtgaagtttaattetttgaatgagetggtagattaccaca
gatcaacatccgtgtccaggaaccagcagatattcttacgggacatagaaggcaataacgggggaaataacaatggegggtetgeag
gtaataacgggggaggcagecgggagtatgtgaatgtgtcccaggaactggagcetcatggtgagcaagggegaggagetgttcace
ggcgtggtgceccatcctggtggagetggacggegacgtgaacggecacaagttcagegtgageggegagggegagggegacgec
acctacggcaagctgaccctgaagetgcetgtgcaccaccggeaagetgeccgtgecctggeccacectggtgaccaccetgggetac
ggcgtgcagtgcttcgeccggtaccccgaccacatgaagcageacgacttcttcaagagegecatgeccgagggetacgtgecagga
gcggaccatcttcttcaaggacgacggcaactacaagacccgggecgaggtgaagttcgagggegacaccetggtgaaccggateg
agctgaagggcatcgacttcaaggaggacggcaacatcctgggecacaagcetggagtacaactacaacagccacaacgtgtacate
accgccgacaagcagaagaacggcatcaaggcecaacttcaagatccggeacaacatcgaggacggeggegtgeagetggecgac
cactaccagcagaacacccccatcggegacggecccgtgetgetgeccgacaaccactacctgagcetaccagagegecctgttcaa
ggaccccaacgagaagcgggaccacatggtgetgctggagttcctgaccgecgecggceatcaccgagggceatgaacgagcetgtata
agtaaagatctaagctttctagaaatcgaattc



