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ROZA (ROZA YF) 
See Genbank Accession Number EU035753 

 

 

ROZA

1908 bp

EcoRI (1904)

Nco I  (18)

Sph I  (748) Sac I  (1149)Hin dIII (2)

Hin dIII (1877)

Pst I  (35)

Pst I  (1078)

 
 

Coding sequence cloned into HindIII-EcoRI site of the MCS of  pCDNA3.1+ 
 

Protein sequence: 
 

MGCVCSSNPEDDNMVSKGEELFTGVVPILVELDGDVNGHRFSVSGEGEGDATYGKLTLKFIC

TTGKLPVPWPTLVTTLTWGVQCFSRYPDHMKQHDFFKSAMPEGYVQERTIFFKDDGNYKTRA

EVKFEGDTLVNRIELKGIDFKEDGNILGHKLEYNYISHNVYITADKQKNGIKAHFKIRHNIE

DGSVQLADHYQQNTPIGDGPVLLPDNHYLSTQSKLSKDPNEKRDHMVLKEFVTAARMHKPHP

WFFGKIPRAKAEEMLSKQRHDGAFLIRESESAPGDFSLSVKFGNDVQHFKVLRDGAGKYFLW

VVKFNSLNELVDYHRSTSVSRNQQIFLRDIEGNNGGNNNGGSAGNNGGNNNGGSCEDYVNVP

ESEELMVSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKLTLKFICTTGKLPVP

WPTLVTTFGYGLKCFARYPDHMKQHDFFKSAMPEGYVQERTIFFKDDGNYKTRAEVKFEGDT

LVNRIELKGIDFKEDGNILGHKLEYNYNSHNVYIMADKQKNGIKVNFKIRHNIEDGSVQLAD

HYQQNTPIGDGPVLLPDNHYLSYQSKLSKDPNEKRDHMVLLEFVTAAGITHGMDELYK 

 

 

LCK ANCHOR  CFP SH2 GRB2 LINKER LAT SEQUENCE YFP 
 
ROZA YF = LAT SUBSTRATE SEQUENCE : SCEDYNVPES mutated to SCEDFNVPES 
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cDNA (Genbank Accession Number EU035753): 

 

aagcttgcggccgccaccatgggctgtgtctgcagctcaaaccctgaagatgacaacatggtgagcaagggcgaggagctgttcacc

ggggtggtgcccatcctggtcgagctggacggcgacgtaaacggccacaggttcagcgtgtccggcgagggcgagggcgatgcca

cctacggcaagctgaccctgaagttcatctgcaccaccggcaagctgcccgtgccctggcccaccctcgtgaccaccctgacctggg

gcgtgcagtgcttcagccgctaccccgaccacatgaagcagcacgacttcttcaagtccgccatgcccgaaggctacgtccaggagc

gtaccatcttcttcaaggacgacggcaactacaagacccgcgccgaggtgaagttcgagggcgacaccctggtgaaccgcatcgag

ctgaagggcatcgacttcaaggaggacggcaacatcctggggcacaagctggagtacaactacatcagccacaacgtctatatcacc

gccgacaagcagaagaacggcatcaaggcccacttcaagatccgccacaacatcgaggacggcagcgtgcagctcgccgaccact

accagcagaacacccccatcggcgacggccccgtgctgctgcccgacaaccactacctgagcacccagtccaagctgagcaaaga

ccccaacgagaagcgcgatcacatggtcctgaaggagttcgtgaccgccgcccgcatgcataaaccacatccgtggttttttggcaaa

atccccagagccaaggcagaagaaatgctcagcaaacagcggcatgacggggccttcctgatccgagagagcgagagcgctcctg

gggacttctccctgtccgtcaagtttggaaatgatgtgcagcacttcaaggtgctccgcgacggagccgggaagtatttcctgtgggtg

gtgaagtttaattctttgaatgagctggtagattaccacagatcaacatccgtgtccaggaaccagcagatattcttacgggacatagaag

gcaataacgggggaaataacaatggcgggtctgcaggtaataacgggggaaataacaatggcgggtcttgtgaagattacgtgaatgt

tcctgagagtgaggagctcatggtgagcaagggcgaggagctgttcaccggggtggtgcccatcctggtcgagctggacggcgacg

taaacggccacaagttcagcgtgtccggcgagggcgagggcgatgccacctacggcaagctgaccctgaagttcatctgcaccacc

ggcaagctgcccgtgccctggcccaccctcgtgaccaccttcggctacggcctgaagtgcttcgcccgctaccccgaccacatgaag

cagcacgacttcttcaagtccgccatgcccgaaggctacgtccaggagcgcaccatcttcttcaaggacgacggcaactacaagacc

cgcgccgaggtgaagttcgagggcgacaccctggtgaaccgcatcgagctgaagggcatcgacttcaaggaggacggcaacatcc

tggggcacaagctggagtacaactacaacagccacaacgtctatatcatggccgacaagcagaagaacggcatcaaggtgaacttca

agatccgccacaacatcgaggacggcagcgtgcagctcgccgaccactaccagcagaacacccccatcggcgacggccccgtgct

gctgcccgacaaccactacctgagctaccagtccaagctgagcaaagaccccaacgagaagcgcgatcacatggtcctgctggagtt

cgtgaccgccgccgggatcactcacggcatggacgagctgtacaagtaaagatctaagctttcagatcataatcagccaatcgaattc 

 

 

 

 

 

 

 

 

 

 

 

 

 

 


