LOCUS  pCMT-flp 5813 bp DNA linear  10-JUN-2015
DEFINITION conjugally transferable flp plasmid for unmarked mutagenesis
pCMT-flp, complete sequence.
ACCESSION Seq2
VERSION
KEYWORDS
SOURCE conjugally transferable flp plasmid for unmarked mutagenesis
pCMT-flp
ORGANISM conjugally transferable flp plasmid for unmarked mutagenesis
pCMT-flp
Unclassified.
REFERENCE 1 (bases 1 to 5813)
AUTHORS Hossain,M.J., Thurlow,C.M., Sun,D., Nasrin,S. and Liles,M.R.
TITLE Conjugal Transfer of a Recombineering System to Generate and
Complement Markerless Mutants
JOURNAL Unpublished
REFERENCE 2 (bases 1 to 5813)
AUTHORS Hossain,M.J., Thurlow,C.M., Sun,D., Nasrin,S. and Liles,M.R.
TITLE Direct Submission
JOURNAL Submitted (10-JUN-2015) Biological Sciences, Auburn University, 120
W Samford Avenue, Auburn, AL 36849, USA
COMMENT Bankit Comment: Vecscreen Comment:Submitter says that this sequence
represents a Cloning Vector.
Bankit Comment: TAX: No, not new species/combinations; SEE

ATTACHMENT.



Bankit Comment: TOTAL # OF SEQS:2.

##Assembly-Data-START##

Assembly Method  :: CLC Genomics Workbench v. 8.1

Sequencing Technology :: lllumina; Sanger dideoxy sequencing

##Assembly-Data-END##

FEATURES

source

Location/Qualifiers
1..5813
Jorganism="conjugally transferable flp plasmid for
unmarked mutagenesis pCMT-flp'
/mol_type='genomic DNA'
/lab_host='Aeromonas hydrophila ML09-119 (pMJH97) and
Escherichia coli SM10lambdapir (pCMT-flp)'

/note='extrachromosomal'

misc_feature 90..144

/note='oriT; origin of transfer sequence'

rep_origin  complement(167..907)

gene

CDS

/note='oriR101'
911..1861
/gene="repA101'
911..1861
/gene="repA101'
/codon_start=1
/trans|_table=11

/product="repA101 protein’



gene

CDS

gene

/translation="MSELVVFKANELAISRYDLTEHETKLILCCVALLNPTIENPTRK
ERTVSFTYNQYVQMMNISRENAYGVLAKATRELMTRTVEIRNPLVKGFEIFQWTNYAK
FSSEKLELVFSEEILPYLFQLKKFIKYNLEHVKSFENKYSMRIYEWLLKELTQKKTHK
ANIEISLDEFKFMLMLENNYHEFKRLNQWVLKPISKDLNTYSNMKLVVDKRGRPTDTL
IFQVELDRQMDLVTELENNQIKMNGDKIPTTITSDSYLHNGLRKTLHDALTAKIQLTS
FEAKFLSDMQSKYDLNGSFSWLTQKQRTTLENILAKYGRI'
complement(2660..4249)
/gene="flp'
complement(2660..4249)
/gene="flp'
/note="Flp tagged with N-His6 SUMO'
/codon_start=1
/trans|_table=11
/product="'Site-specific recombinase Flp'
/translation="MHHHHHHGSLQDSEVNQEAKPEVKPEVKPETHINLKVSDGSSEI
FFKIKKTTPLRRLMEAFAKRQGKEMDSLTFLYDGIEIQADQTPEDLDMEDNDIIEAHR
EQIGGPQFGILCKTPPKVLVRQFVERFERPSGEKIALCAAELTYLCWMITHNGTAIKR
ATFMSYNTIISNSLSFDIVNKSLQFKYKTQKATILEASLKKLIPAWEFTIIPYYGQKH
QSDITDIVSSLQLQFESSEEADKGNSHSKKMLKALLSEGESIWEITEKILNSFEYTSR
FTKTKTLYQFLFLATFINCGRFSDIKNVDPKSFKLVQNKYLGVIIQCLVTETKTSVSR
HIYFFSARGRIDPLVYLDEFLRNSEPVLKRVNRTGNSSSNKQEYQLLKDNLVRSYNKA
LKKNAPYSIFAIKNGPKSHIGRHLMTSFLSMKGLTELTNVVGNWSDKRASAVARTTYT
HQITAIPDHYFALVSRYYAYDPISKEMIALKDETNPIEEWQHIEQLKGSAEGSIRYPA
WNGIISQEVLDYLSSYINRRI'

4416..5606



/gene="tetA; tetracycline resistance'
CDS 4416..5606
/gene='"tetA; tetracycline resistance'
/note="tetA gene of pACYC184 origin'
/codon_start=1
/trans|_table=11
/product="tetracycline resistance protein'
/translation="MKSNNALIVILGTVTLDAVGIGLVMPVLPGLLRDIVHSDSIASH
YGVLLALYALMQFLCAPVLGALSDRFGRRPVLLASLLGATIDYAIMATTPVLWILYAG
RIVAGITGATGAVAGAYIADITDGEDRARHFGLMSACFGVGMVAGPVAGGLLGAISLH
APFLAAAVLNGLNLLLGCFLMQESHKGERRPMPLRAFNPVSSFRWARGMTIVAALMTV
FFIMQLVGQVPAALWVIFGEDRFRWSATMIGLSLAVFGILHALAQAFVTGPATKRFGE
KQAIIAGMAADALGYVLLAFATRGWMAFPIMILLASGGIGMPALQAMLSRQVDDDHQG
QLQGSLAALTSLTSIGPLIVTAIYAASASTWNGLAWIVGAALYLVCLPALRRGAWSR
ATST'
BASE COUNT 1537a 1368c 1297g 1611t
ORIGIN
1 tcgctcaata ctgaccattt aaatcatacc tgacctccat agcagaaagt caaaagcctc
61 cgaccggagg cttttgactt gatcggcact aggtgaagta ggcccacccg cgageggsts
121 ttecttctte actgteectt attegtteca ctgagegtca gaccecgttg atgataccge
181 tgccttactg ggtgeattag ccagtctgaa tgacctgtca cgggataatc cgaagtggtc
241 agactggaaa atcagagggc aggaactgct gaacagcaaa aagtcagata gcaccacata
301 gcagacccge cataaaacgc cctgagaage ccgtgacggg cttttcttgt attatgggta
361 gtttccttge atgaatccat aaaaggegec tgtagtgeca tttaccceca ttcactgeca

421 gagccgtgag cgcagcegaac tgaatgtcac gaaaaagaca gcgactcagg tgectgatgg



481 tcggagacaa aaggaatatt cagcgatttg cccgattgeg geccgcaaccg agettgegag
541 ggtgctactt aagcctttag ggttttaagg tctgttttgt agaggagcaa acagegtttg
601 cgacatcctt ttgtaatact gcggaactga ctaaagtagt gagttataca cagggctggg
661 atctattctt tttatctttt tttattcttt ctttattcta taaattataa ccacttgaat

721 ataaacaaaa aaaacacaca aaggtctagc ggaatttaca gagggtctag cagaatttac
781 aagttttcca gcaaaggtct agcagaattt acagataccc acaactcaaa ggaaaaggac
841 tagtaattat cattgactag cccatctcaa ttggtatagt gattaaaatc acctagacca
901 attgagatgt atgtctgaat tagttgtttt caaagcaaat gaactagcga ttagtcgcta
961 tgacttaacg gagcatgaaa ccaagctaat tttatgctgt gtggcactac tcaaccccac
1021 gattgaaaac cctacaagga aagaacggac ggtatcgttc acttataacc aatacgttca
1081 gatgatgaac atcagtaggg aaaatgctta tggtgtatta gctaaagcaa ccagagagct
1141 gatgacgaga actgtggaaa tcaggaatcc tttggttaaa ggctttgaga ttttccagtg
1201 gacaaactat gccaagttct caagcgaaaa attagaatta gtttttagtg aagagatatt
1261 gccttatctt ttccagttaa aaaaattcat aaaatataat ctggaacatg ttaagtcttt
1321 tgaaaacaaa tactctatga ggatttatga gtggttatta aaagaactaa cacaaaagaa
1381 aactcacaag gcaaatatag agattagcct tgatgaattt aagttcatgt taatgcttga
1441 aaataactac catgagttta aaaggcttaa ccaatgggtt ttgaaaccaa taagtaaaga
1501 tttaaacact tacagcaata tgaaattggt ggttgataag cgaggccgec cgactgatac
1561 gttgattttc caagttgaac tagatagaca aatggatctc gtaaccgaac ttgagaacaa
1621 ccagataaaa atgaatggtg acaaaatacc aacaaccatt acatcagatt cctacctaca
1681 taacggacta agaaaaacac tacacgatgc tttaactgca aaaattcagc tcaccagttt
1741 tgaggcaaaa tttttgagtg acatgcaaag taagtatgat ctcaatggtt cgttctcatg
1801 gctcacgcaa aaacaacgaa ccacactaga gaacatactg gctaaatacg gaaggatctg
1861 aggttcttat ggctcttgta tctatcagtg aagcatcaag actaacaaac aaaagtagaa

1921 caactgttca ccgttacata tcaaagggaa aactgtccat acccatgatc taatgaatcg



1981 gccaacgcega accccttgeg gecgeeeggg ccgtcgacca attctcatgt ttgacagcett
2041 atcatcgaat ttctgecatt catccgcetta ttatcactta ttcaggegta gcaaccagge
2101 gtttaagggc accaataact gccttaaaaa aattacgecc cgecctgeca ctcatcgeag
2161 tactgttgta attcattaag cattctgccg acatggaagc catctggtaa caggattage
2221 agagcgaggt atgtaggcegg tgctacagag ttcttgaagt ggtggectaa ctacggctac
2281 actagaagaa cagtatttgg tatctgcgct ctgctgaage cagttacctc ggaaaaagag
2341 ttggtagctc ttgatccgge aaacaaacca ccgetggtag cggtggtttt tttgtttgea
2401 agcagcagat tacgcgcaga aaaaaaggat ctcaagaaga tcctttgatt ttctaccgaa
2461 gaaaggccca cccgtgaagg tgagecagtg agttgattge agtccagtta cgetggagtce
2521 tgaggctcegt cctgaatgat atcaagcttg aattcgttac ccggatatag ttectecttt
2581 cagcaaaaaa cccctcaaga cccgtttaga ggecccaagg ggttatgeta gttattgete
2641 agcggtggceg geegetctat tatatgegtce tatttatgta ggatgaaagg tagtctagta
2701 cctectgtga tattatceca ttccatgegg ggtategtat gettecttea geactacect
2761 ttagctgttc tatatgctge cactcctcaa ttggattagt ctcatccttc aatgctatca
2821 tttcctttga tattggatca tatgcatagt accgagaaac tagtgcgaag tagtgatcag
2881 gtattgctgt tatctgatga gtatacgttg tcctggecac ggcagaagca cgettatege
2941 tccaatttce cacaacatta gtcaactccg ttaggecctt cattgaaaga aatgaggtca
3001 tcaaatgtct tccaatgtga gattttgggce cattttttat agcaaagatt gaataaggceg
3061 catttttctt caaagcttta ttgtacgatc tgactaagtt atcttttaat aattggtatt
3121 cctgtttatt gcttgaagaa ttgeeggtec tatttacteg ttttaggact ggttcagaat
3181 tcctcaaaaa ttcatccaaa tatacaagtg gatcgatect accccttgeg ctaaagaagt
3241 atatgtgcct actaacgctt gtctttgtct ctgtcactaa acactggatt attactecca
3301 gatacttatt ttggactaat ttaaatgatt tcggatcaac gttcttaata tcgctgaatc
3361 ttccacaatt gatgaaagta gctaggaaga ggaattggta taaagttttt gtttttgtaa

3421 atctcgaagt atactcaaac gaatttagta ttttctcagt gatctcccag atgctttcac



3481 cctcacttag aagtgcttta agcatttttt tactgtggct atttccctta tetgettctt
3541 ccgatgattc gaactgtaat tgcaaactac ttacaatatc agtgatatca gattgatgtt
3601 tttgtccata gtaaggaata attgtaaatt cccaagcagg aatcaatttc tttaatgagg
3661 cttccagaat tgttgctttt tgcgtcttgt atttaaactg gagtgattta ttgacaatat
3721 cgaaactcag cgaattgctt atgatagtat tatagctcat gaatgtggct ctcttgattg
3781 ctgttccgtt atgtgtaatc atccaacata aataggttag ttcagcagcea cataatgcta
3841 ttttctcacc tgaaggtctt tcaaaccttt ccacaaactg acgaacaagc accttaggtg
3901 gtgttttaca taatatacca aattgtggac ctccaatctg ttcgeggtga gectcaataa
3961 tatcgttatc ctccatgtcc aaatcttcag gggtctgate agettgaatt tcaataccgt
4021 cgtacaagaa cgttaaggag tccatttect taccctgtct tttagcgaac gettecatea
4081 gccttcttaa aggagtggtc tttttgatct tgaagaagat ctctgaagat ccatcggaca
4141 cctttaaatt gatgtgagtc tcaggcttga cttctggett gacctctgge ttagettctt
4201 gattgacttc tgagtcctge agggacccgt gatggtggtg atgatgcata tgtatatctc
4261 cttcttatag ttaaacaaaa ttatttctag tgtagcacct gaagtcagcc ccatacgata
4321 taagttgtaa ttctcatgtt tgacagctta tcatcgataa getttaatge ggtagtttat
4381 cacagttaaa ttgctaacgc agtcaggcac cgtgtatgaa atctaacaat gegctcatceg
4441 tcatcctcgg caccgtcacc ctggatgcetg taggcatagg cttggttatg ccggtactgce
4501 cgggcctctt gegggatatc gtecatteeg acageatege cagtcactat ggegtgetge
4561 tagcgctata tgegttgatg caatttctat gegeacccegt tctcggagea ctgtecgacc
4621 gctttggeeg ccgeccagte ctgetegett cgetacttgg agecactate gactacgega
4681 tcatggcgac cacacccgte ctgtggatcc tctacgeegg acgeategtg geeggeatca
4741 ccggegecac aggtgeggtt getggegect atatcgecga catcaccgat ggggaagatc
4801 gggctcgeca cttegggcete atgagegett gttteggegt gggtatggtg geaggeeccg
4861 tggceggggg actgttggge gecatctect tgeatgeacc attecttgeg geggeggtge

4921 tcaacggcct caacctacta ctgggcetgcet tcctaatgea ggagtcgeat aagggagage



4981 gtcgaccgat geecttgaga gecttcaacce cagtcagcetc cttccggtgg gegeggggca
5041 tgactatcgt cgecegeactt atgactgtct tctttatcat gcaactcgta ggacaggtgc
5101 cggcagcgct ctgggtcatt ttcggegagg accgcttteg ctggagegeg acgatgateg
5161 gcctgteget tgeggtatte ggaatcttge acgeectege tcaagectte gtcactggte
5221 ccgccaccaa acgtttcgge gagaagceagg ccattatcge cggeatggeg geecgacgege
5281 tgggctacgt cttgetggeg ttcgegacge gaggetggat ggectteecc attatgattc
5341 ttctegcttc cggeggeate gggatgeecg cgttgeagge catgetgtee aggeaggtag
5401 atgacgacca tcagggacag cttcaaggat cgctcgeggce tcttaccage ctaacttcga
5461 tcattggacc gctgatcgtc acggegattt atgecgecte ggegagceaca tggaacgggt
5521 tggcatggat tgtaggcgee geectatacc ttgtetgect cecegegttg cgtegeggtg
5581 catggagccg ggccaccteg acctgaatgg aagecggegg cacctegeta acggattcac
5641 cactccaaga attggagcca atcaattctt gcggagaact gtgaatgege aacccaaccc
5701 ttggcagaac atatccatcg cgtccgecat ctccagcage cgeacgegge geatcteggg

5761 cagcgttggg tcctggecac gggtgegeat gatcegtgcete ctgtcgcetag ata



