
pEGFP-C1-Cep123 (isoform 1) 
 

Plasmid Details 
Species Homo sapiens 

Gene Cep123 (Cep89/CCDC123) isoform 1 

Genbank Accession Number NM_032816 

Insert Length 2352 bp 

Insert Cloning Sites 5’-3’ Sal I---BamH I 

Vector Backbone pEGFP-C1 (Clontech) 

Antibiotic Resistance Kanamycin/neomycin 

Vector Cloning Sites 5’-3’ Sal I---BamH I 

Cloning Sites Destroyed No 
 

 
 

Vector sequence 
 

Sequence Details 
EGFP Green 

CCDC123 (Cep89/Cep123) Brown 

Restriction sites Yellow 
 
ATGGTGAGCAAGGGCGAGGAGCTGTTCACCGGGGTGGTGCCCATCCTGGTCGAGCTGGACGGCGACGTAAACGGCCACAA 

GTTCAGCGTGTCCGGCGAGGGCGAGGGCGATGCCACCTACGGCAAGCTGACCCTGAAGTTCATCTGCACCACCGGCAAGC 

TGCCCGTGCCCTGGCCCACCCTCGTGACCACCCTGACCTACGGCGTGCAGTGCTTCAGCCGCTACCCCGACCACATGAAG 

CAGCACGACTTCTTCAAGTCCGCCATGCCCGAAGGCTACGTCCAGGAGCGCACCATCTTCTTCAAGGACGACGGCAACTA 

CAAGACCCGCGCCGAGGTGAAGTTCGAGGGCGACACCCTGGTGAACCGCATCGAGCTGAAGGGCATCGACTTCAAGGAGG 

ACGGCAACATCCTGGGGCACAAGCTGGAGTACAACTACAACAGCCACAACGTCTATATCATGGCCGACAAGCAGAAGAAC 

GGCATCAAGGTGAACTTCAAGATCCGCCACAACATCGAGGACGGCAGCGTGCAGCTCGCCGACCACTACCAGCAGAACAC 

CCCCATCGGCGACGGCCCCGTGCTGCTGCCCGACAACCACTACCTGAGCACCCAGTCCGCCCTGAGCAAAGACCCCAACG 

AGAAGCGCGATCACATGGTCCTGCTGGAGTTCGTGACCGCCGCCGGGATCACTCTCGGCATGGACGAGCTGTACAAGTCC 

GGACTCAGATCTCGAGCTCAAGCTTCGAATTCTGCAGTCGACATGCTCCTGGGATTTCGGAGAGGCCGCAGGAGTCATTT 

CAAACACATCATCCATGGCCTTTTACCTGCAGCCAGCGTTGCTCCGAAGGCAGCTGTGCCACGCACACCTCCTCCCCGCA 

GCCCCAACCCATCTCCAGAGAGACCAAGATCTGCTCTGGCAGCAGCCATTCTGGCGACAACATTGACTGGGCGGACGGTT 

GCTATTCCTCAGCCTCGCCAGAGGTCCCGGTCTGAGAGTGATGTGAGCAGTGTTGAACAGGACAGCTTCATCGAGCCCTA 

TGCCACCACCTCACAGCTGAGGCCTCGACCAAATTGGCAGAGTGAGATGGGAAGAAGATCTTCTTTGCCATCCTTTGAAA 

CACTGGACTATGGGGACGAAGAGGACATTGAAACTCAGCTGTCATCCAGCGGCAAGGAATTGGGGGATGTCAGTGCCCGG 

GAGGACAGAGGAGGCCACAGTGATGACCTGTACGCTGTGCCACACAGAAATCAGGTGCCATTGTTACATGAGGTGAACAG 

TGAAGACGATGAAAATATTTCTCATCAAGATGGGTTTCCAGGCTCCCCTCCTGCACCACAGCGGACACAACAAAAAGATG 

GTAAACACCCTGTTCTGAATTTAAAGGATGAAAAACCTCCATTATGTGAGAAACCTCCACCCTCCCCAGATATAACTGGT 

AGAGCACGTCAAAGATATACAGAAATAACCAGAGAAAAGTTTGAGGCATTAAAAGAAGAAAATATGGACCTAAACAATAT 



GAATCAAAGCCTTACCCTTGAACTAAACACAATGAAACAAGCAATGAAAGAACTACAGTTAAAACTTAAGGGAATGGAAA 

AAGAGAAGAGAAAGCTCAAAGAGGCTGAGAAGGCGTCGTCACAGGAAGTTGCTGCACCTGAATTACTTTATCTGCGAAAA 

CAAGCTCAAGAACTGGTGGATGAAAATGATGGATTGAAAATGACTGTCCATCGTTTGAATGTAGAACTCAGTCGATATCA 

GACAAAATTCAGGCATTTGTCCAAGGAAGAGAGCTTAAATATTGAAGGCCTCCCATCCAAGGGCCCTATACCACCCTGGT 

TGTTGGATATAAAGTACCTGTCACCATTGTTGCTGGCTTATGAAGATATGATGAAAGAGAAGGACGAGCTCAATGCCACC 

CTCAAGGAGGAAATGAGAATGTTTAGGATGCGAGTCCAAGAAGTGGTGAAAGAAAATGAAGAATTGCACCAAGAGTTAAA 

TAAGAGTAGTGCTGTTACCAGTGAGGAATGGCGTCAGCTTCAGACTCAAGCAAAACTGGTTTTAGAGGAAAACAAGTTGT 

TGCTGGAGCAGTTGGAGATTCAGCAAAGGAAAGCCAAGGACAGCCACCAGGAGCGCCTCCAAGAAGTTTCTAAGCTGACT 

AAACAACTAATGCTCCTGGAGGCAAAAACCCACGGCCAGGAAAAGGAGCTGGCGGAGAACAGGGAACAGCTGGAGATTTT 

ACGTGCCAAATGCCAAGAACTCAAAACACACTCGGATGGCAAAATCGCAGTGGAAGTTCATAAATCAATTGTGAATGAAT 

TAAAAAGCCAATTACAGAAGGAAGAAGAGAAAGAAAGGGCTGAGATGGAGGAGTTGATGGAGAAGCTGACAGTCCTGCAA 

GCGCAGAAGAAGAGCCTGCTGTTAGAGAAGAACAGTTTGACAGAGCAAAACAAAGCACTGGAAGCCGAACTTGAACGAGC 

ACAGAAAATCAATAGGAAATCTCAAAAGAAAATTGAGGTCCTCAAAAAGCAGGTGGAAAAAGCCATGGGGAACGAAATGT 

CTGCTCATCAGTACCTGGCAAACCTTGTTGGCCTGGCAGAAAATATAACCCAGGAACGTGACAGTCTTATGTGTTTGGCA 

AAATGTTTAGAAAGTGAGAAGGATGGAGTGCTTAATAAAGTCATAAAAAGCAACATTCGCCTGGGAAAGTTAGAGGAAAA 

AGTCAAGGGCTACAAGAAGCAGGCAGCACTGAAGCTGGGGGACATCAGTCACCGTCTGCTGGAGCAGCAGGAGGACTTCG 

CCGGCAAGACAGCCCAGTACCGGCAGGAGATGCGGCACCTGCACCAGGTGCTGAAGGACAAGCAGGAGGTGCTGGACCAG 

GCGCTGCAGCAGAACAGAGAAATGGAAGGTGAACTTGAAGTTATTTGGGAATCTACCTTCAGGGAAAACCGAAGAATCCG 

AGAACTTCTCCAGGACACACTCACGAGGACAGGCGTGCAGGACAACCCCAGAGCTCTGGTTGCCCCCAGCCTCAATGGCG 

TCTCTCAGGCAGACCTGCTGGACGGCTGCGATGTCTGCTCCTATGACCTGAAGTCTCATGCCCCCACCTGCTAGGGATCC 

ACCGGATCTAGATAACTGATCATAATCAGCCATACCACATTTGTAGAGGTTTTACTTGCTTTAAAAAACCTCCCACACCT 

CCCCCTGAACCTGAAACATAAAATGAATGCAATTGTTGTTGTTAACTTGTTTATTGCAGCTTATAATGGTTACAAATAAA 

GCAATAGCATCACAAATTTCACAAATAAAGCATTTTTTTCACTGCATTCTAGTTGTGGTTTGTCCAAACTCATCAATGTA 

TCTTAACGCGTAAATTGTAAGCGTTAATATTTTGTTAAAATTCGCGTTAAATTTTTGTTAAATCAGCTCATTTTTTAACC 

AATAGGCCGAAATCGGCAAAATCCCTTATAAATCAAAAGAATAGACCGAGATAGGGTTGAGTGTTGTTCCAGTTTGGAAC 

AAGAGTCCACTATTAAAGAACGTGGACTCCAACGTCAAAGGGCGAAAAACCGTCTATCAGGGCGATGGCCCACTACGTGA 

ACCATCACCCTAATCAAGTTTTTTGGGGTCGAGGTGCCGTAAAGCACTAAATCGGAACCCTAAAGGGAGCCCCCGATTTA 

GAGCTTGACGGGGAAAGCCGGCGAACGTGGCGAGAAAGGAAGGGAAGAAAGCGAAAGGAGCGGGCGCTAGGGCGCTGGCA 

AGTGTAGCGGTCACGCTGCGCGTAACCACCACACCCGCCGCGCTTAATGCGCCGCTACAGGGCGCGTCAGGTGGCACTTT 

TCGGGGAAATGTGCGCGGAACCCCTATTTGTTTATTTTTCTAAATACATTCAAATATGTATCCGCTCATGAGACAATAAC 

CCTGATAAATGCTTCAATAATATTGAAAAAGGAAGAGTCCTGAGGCGGAAAGAACCAGCTGTGGAATGTGTGTCAGTTAG 

GGTGTGGAAAGTCCCCAGGCTCCCCAGCAGGCAGAAGTATGCAAAGCATGCATCTCAATTAGTCAGCAACCAGGTGTGGA 

AAGTCCCCAGGCTCCCCAGCAGGCAGAAGTATGCAAAGCATGCATCTCAATTAGTCAGCAACCATAGTCCCGCCCCTAAC 

TCCGCCCATCCCGCCCCTAACTCCGCCCAGTTCCGCCCATTCTCCGCCCCATGGCTGACTAATTTTTTTTATTTATGCAG 

AGGCCGAGGCCGCCTCGGCCTCTGAGCTATTCCAGAAGTAGTGAGGAGGCTTTTTTGGAGGCCTAGGCTTTTGCAAAGAT 

CGATCAAGAGACAGGATGAGGATCGTTTCGCATGATTGAACAAGATGGATTGCACGCAGGTTCTCCGGCCGCTTGGGTGG 

AGAGGCTATTCGGCTATGACTGGGCACAACAGACAATCGGCTGCTCTGATGCCGCCGTGTTCCGGCTGTCAGCGCAGGGG 

CGCCCGGTTCTTTTTGTCAAGACCGACCTGTCCGGTGCCCTGAATGAACTGCAAGACGAGGCAGCGCGGCTATCGTGGCT 

GGCCACGACGGGCGTTCCTTGCGCAGCTGTGCTCGACGTTGTCACTGAAGCGGGAAGGGACTGGCTGCTATTGGGCGAAG 

TGCCGGGGCAGGATCTCCTGTCATCTCACCTTGCTCCTGCCGAGAAAGTATCCATCATGGCTGATGCAATGCGGCGGCTG 

CATACGCTTGATCCGGCTACCTGCCCATTCGACCACCAAGCGAAACATCGCATCGAGCGAGCACGTACTCGGATGGAAGC 

CGGTCTTGTCGATCAGGATGATCTGGACGAAGAGCATCAGGGGCTCGCGCCAGCCGAACTGTTCGCCAGGCTCAAGGCGA 

GCATGCCCGACGGCGAGGATCTCGTCGTGACCCATGGCGATGCCTGCTTGCCGAATATCATGGTGGAAAATGGCCGCTTT 

TCTGGATTCATCGACTGTGGCCGGCTGGGTGTGGCGGACCGCTATCAGGACATAGCGTTGGCTACCCGTGATATTGCTGA 

AGAGCTTGGCGGCGAATGGGCTGACCGCTTCCTCGTGCTTTACGGTATCGCCGCTCCCGATTCGCAGCGCATCGCCTTCT 

ATCGCCTTCTTGACGAGTTCTTCTGAGCGGGACTCTGGGGTTCGAAATGACCGACCAAGCGACGCCCAACCTGCCATCAC 

GAGATTTCGATTCCACCGCCGCCTTCTATGAAAGGTTGGGCTTCGGAATCGTTTTCCGGGACGCCGGCTGGATGATCCTC 

CAGCGCGGGGATCTCATGCTGGAGTTCTTCGCCCACCCTAGGGGGAGGCTAACTGAAACACGGAAGGAGACAATACCGGA 

AGGAACCCGCGCTATGACGGCAATAAAAAGACAGAATAAAACGCACGGTGTTGGGTCGTTTGTTCATAAACGCGGGGTTC 

GGTCCCAGGGCTGGCACTCTGTCGATACCCCACCGAGACCCCATTGGGGCCAATACGCCCGCGTTTCTTCCTTTTCCCCA 

CCCCACCCCCCAAGTTCGGGTGAAGGCCCAGGGCTCGCAGCCAACGTCGGGGCGGCAGGCCCTGCCATAGCCTCAGGTTA 

CTCATATATACTTTAGATTGATTTAAAACTTCATTTTTAATTTAAAAGGATCTAGGTGAAGATCCTTTTTGATAATCTCA 

TGACCAAAATCCCTTAACGTGAGTTTTCGTTCCACTGAGCGTCAGACCCCGTAGAAAAGATCAAAGGATCTTCTTGAGAT 

CCTTTTTTTCTGCGCGTAATCTGCTGCTTGCAAACAAAAAAACCACCGCTACCAGCGGTGGTTTGTTTGCCGGATCAAGA 

GCTACCAACTCTTTTTCCGAAGGTAACTGGCTTCAGCAGAGCGCAGATACCAAATACTGTCCTTCTAGTGTAGCCGTAGT 

TAGGCCACCACTTCAAGAACTCTGTAGCACCGCCTACATACCTCGCTCTGCTAATCCTGTTACCAGTGGCTGCTGCCAGT 

GGCGATAAGTCGTGTCTTACCGGGTTGGACTCAAGACGATAGTTACCGGATAAGGCGCAGCGGTCGGGCTGAACGGGGGG 

TTCGTGCACACAGCCCAGCTTGGAGCGAACGACCTACACCGAACTGAGATACCTACAGCGTGAGCTATGAGAAAGCGCCA 

CGCTTCCCGAAGGGAGAAAGGCGGACAGGTATCCGGTAAGCGGCAGGGTCGGAACAGGAGAGCGCACGAGGGAGCTTCCA 

GGGGGAAACGCCTGGTATCTTTATAGTCCTGTCGGGTTTCGCCACCTCTGACTTGAGCGTCGATTTTTGTGATGCTCGTC 

AGGGGGGCGGAGCCTATGGAAAAACGCCAGCAACGCGGCCTTTTTACGGTTCCTGGCCTTTTGCTGGCCTTTTGCTCACA 

TGTTCTTTCCTGCGTTATCCCCTGATTCTGTGGATAACCGTATTACCGCCATGCATTAGTTATTAATAGTAATCAATTAC 

GGGGTCATTAGTTCATAGCCCATATATGGAGTTCCGCGTTACATAACTTACGGTAAATGGCCCGCCTGGCTGACCGCCCA 

ACGACCCCCGCCCATTGACGTCAATAATGACGTATGTTCCCATAGTAACGCCAATAGGGACTTTCCATTGACGTCAATGG 

GTGGAGTATTTACGGTAAACTGCCCACTTGGCAGTACATCAAGTGTATCATATGCCAAGTACGCCCCCTATTGACGTCAA 

TGACGGTAAATGGCCCGCCTGGCATTATGCCCAGTACATGACCTTATGGGACTTTCCTACTTGGCAGTACATCTACGTAT 

TAGTCATCGCTATTACCATGGTGATGCGGTTTTGGCAGTACATCAATGGGCGTGGATAGCGGTTTGACTCACGGGGATTT 

CCAAGTCTCCACCCCATTGACGTCAATGGGAGTTTGTTTTGGCACCAAAATCAACGGGACTTTCCAAAATGTCGTAACAA 



CTCCGCCCCATTGACGCAAATGGGCGGTAGGCGTGTACGGTGGGAGGTCTATATAAGCAGAGCTGGTTTAGTGAACCGTC 

AGATCCGCTAGCGCTACCGGTCGCCACC 

 


