
pMyc-C1-Cep123 (isoform 1) 
 

Plasmid Details 
Species Homo sapiens 

Gene Cep123 (Cep89/CCDC123) 

Genbank Accession Number NM_032816 

Insert Length 2352 bp 

Insert Cloning Sites 5’-3’ Sal I---BamH I 

Vector Backbone pMyc-C1 

Antibiotic Resistance Kanamycin/neomycin 

Vector Cloning Sites 5’-3’ Sal I---BamH I 

Cloning Sites Destroyed No 
 

 
 

Vector sequence 
 

Sequence Details 
Myc tag Green 

CCDC123 (Cep89/Cep123) Brown 

Restriction sites Yellow 
 
ATGGAACAAAAACTTATTTCTGAAGAAGATCTGCTGTACAAGTCCGGACTCAGATCTCGAGCTCAAGCTTCGAATTCTGC 

AGTCGACATGCTCCTGGGATTTCGGAGAGGCCGCAGGAGTCATTTCAAACACATCATCCATGGCCTTTTACCTGCAGCCA 

GCGTTGCTCCGAAGGCAGCTGTGCCACGCACACCTCCTCCCCGCAGCCCCAACCCATCTCCAGAGAGACCAAGATCTGCT 

CTGGCAGCAGCCATTCTGGCGACAACATTGACTGGGCGGACGGTTGCTATTCCTCAGCCTCGCCAGAGGTCCCGGTCTGA 

GAGTGATGTGAGCAGTGTTGAACAGGACAGCTTCATCGAGCCCTATGCCACCACCTCACAGCTGAGGCCTCGACCAAATT 

GGCAGAGTGAGATGGGAAGAAGATCTTCTTTGCCATCCTTTGAAACACTGGACTATGGGGACGAAGAGGACATTGAAACT 

CAGCTGTCATCCAGCGGCAAGGAATTGGGGGATGTCAGTGCCCGGGAGGACAGAGGAGGCCACAGTGATGACCTGTACGC 

TGTGCCACACAGAAATCAGGTGCCATTGTTACATGAGGTGAACAGTGAAGACGATGAAAATATTTCTCATCAAGATGGGT 

TTCCAGGCTCCCCTCCTGCACCACAGCGGACACAACAAAAAGATGGTAAACACCCTGTTCTGAATTTAAAGGATGAAAAA 

CCTCCATTATGTGAGAAACCTCCACCCTCCCCAGATATAACTGGTAGAGCACGTCAAAGATATACAGAAATAACCAGAGA 

AAAGTTTGAGGCATTAAAAGAAGAAAATATGGACCTAAACAATATGAATCAAAGCCTTACCCTTGAACTAAACACAATGA 

AACAAGCAATGAAAGAACTACAGTTAAAACTTAAGGGAATGGAAAAAGAGAAGAGAAAGCTCAAAGAGGCTGAGAAGGCG 

TCGTCACAGGAAGTTGCTGCACCTGAATTACTTTATCTGCGAAAACAAGCTCAAGAACTGGTGGATGAAAATGATGGATT 

GAAAATGACTGTCCATCGTTTGAATGTAGAACTCAGTCGATATCAGACAAAATTCAGGCATTTGTCCAAGGAAGAGAGCT 

TAAATATTGAAGGCCTCCCATCCAAGGGCCCTATACCACCCTGGTTGTTGGATATAAAGTACCTGTCACCATTGTTGCTG 

GCTTATGAAGATATGATGAAAGAGAAGGACGAGCTCAATGCCACCCTCAAGGAGGAAATGAGAATGTTTAGGATGCGAGC 

CCAAGAAGTGGTGAAAGAAAATGAAGAATTGCACCAAGAGTTAAATAAGAGTAGTGCTGTTACCAGTGAGGAATGGCGTC 



AGCTTCAGACTCAAGCAAAACTGGTTTTAGAGGAAAACAAGTTGTTGCTGGAGCAGTTGGAGATTCAGCAAAGGAAAGCC 

AAGGACAGCCACCAGGAGCGCCTCCAAGAAGTTTCTAAGCTGACTAAACAACTAATGCTCCTGGAGGCAAAAACCCACGG 

CCAGGAAAAGGAGCTGGCGGAGAACAGGGAACAGCTGGAGATTTTACGTGCCAAATGCCAAGAACTCAAAACACACTCGG 

ATGGCAAAATCGCAGTGGAAGTTCATAAATCAATTGTGAATGAATTAAAAAGCCAATTACAGAAGGAAGAAGAGAAAGAA 

AGGGCTGAGATGGAGGAGTTGATGGAGAAGCTGACAGTCCTGCAAGCGCAGAAGAAGAGCCTGCTGTTAGAGAAGAACAG 

TTTGACAGAGCAAAACAAAGCACTGGAAGCCGAACTTGAACGAGCACAGAAAATCAATAGGAAATCTCAAAAGAAAATTG 

AGGTCCTCAAAAAGCAGGTGGAAAAAGCCATGGGGAACGAAATGTCTGCTCATCAGTACCTGGCAAACCTTGTTGGCCTG 

GCAGAAAATATAACCCAGGAACGTGACAGTCTTATGTGTTTGGCAAAATGTTTAGAAAGTGAGAAGGATGGAGTGCTTAA 

TAAAGTCATAAAAAGCAACATTCGCCTGGGAAAGTTAGAGGAAAAAGTCAAGGGCTACAAGAAGCAGGCAGCACTGAAGC 

TGGGGGACATCAGTCACCGTCTGCTGGAGCAGCAGGAGGACTTCGCCGGCAAGACAGCCCAGTACCGGCAGGAGATGCGG 

CACCTGCACCAGGTGCTGAAGGACAAGCAGGAGGTGCTGGACCAGGCGCTGCAGCAGAACAGAGAAATGGAAGGTGAACT 

TGAAGTTATTTGGGAATCTACCTTCAGGGAAAACCGAAGAATCCGAGAACTTCTCCAGGACACACTCACGAGGACAGGCG 

TGCAGGACAACCCCAGAGCTCTGGTTGCCCCCAGCCTCAATGGCGTCTCTCAGGCAGACCTGCTGGACGGCTGCGATGTC 

TGCTCCTATGACCTGAAGTCTCATGCCCCCACCTGCTAGGATCCACCGGATCTAGATAACTGATCATAATCAGCCATACC 

ACATTTGTAGAGGTTTTACTTGCTTTAAAAAACCTCCCACACCTCCCCCTGAACCTGAAACATAAAATGAATGCAATTGT 

TGTTGTTAACTTGTTTATTGCAGCTTATAATGGTTACAAATAAAGCAATAGCATCACAAATTTCACAAATAAAGCATTTT 

TTTCACTGCATTCTAGTTGTGGTTTGTCCAAACTCATCAATGTATCTTAACGCGTAAATTGTAAGCGTTAATATTTTGTT 

AAAATTCGCGTTAAATTTTTGTTAAATCAGCTCATTTTTTAACCAATAGGCCGAAATCGGCAAAATCCCTTATAAATCAA 

AAGAATAGACCGAGATAGGGTTGAGTGTTGTTCCAGTTTGGAACAAGAGTCCACTATTAAAGAACGTGGACTCCAACGTC 

AAAGGGCGAAAAACCGTCTATCAGGGCGATGGCCCACTACGTGAACCATCACCCTAATCAAGTTTTTTGGGGTCGAGGTG 

CCGTAAAGCACTAAATCGGAACCCTAAAGGGAGCCCCCGATTTAGAGCTTGACGGGGAAAGCCGGCGAACGTGGCGAGAA 

AGGAAGGGAAGAAAGCGAAAGGAGCGGGCGCTAGGGCGCTGGCAAGTGTAGCGGTCACGCTGCGCGTAACCACCACACCC 

GCCGCGCTTAATGCGCCGCTACAGGGCGCGTCAGGTGGCACTTTTCGGGGAAATGTGCGCGGAACCCCTATTTGTTTATT 

TTTCTAAATACATTCAAATATGTATCCGCTCATGAGACAATAACCCTGATAAATGCTTCAATAATATTGAAAAAGGAAGA 

GTCCTGAGGCGGAAAGAACCAGCTGTGGAATGTGTGTCAGTTAGGGTGTGGAAAGTCCCCAGGCTCCCCAGCAGGCAGAA 

GTATGCAAAGCATGCATCTCAATTAGTCAGCAACCAGGTGTGGAAAGTCCCCAGGCTCCCCAGCAGGCAGAAGTATGCAA 

AGCATGCATCTCAATTAGTCAGCAACCATAGTCCCGCCCCTAACTCCGCCCATCCCGCCCCTAACTCCGCCCAGTTCCGC 

CCATTCTCCGCCCCATGGCTGACTAATTTTTTTTATTTATGCAGAGGCCGAGGCCGCCTCGGCCTCTGAGCTATTCCAGA 

AGTAGTGAGGAGGCTTTTTTGGAGGCCTAGGCTTTTGCAAAGATCGATCAAGAGACAGGATGAGGATCGTTTCGCATGAT 

TGAACAAGATGGATTGCACGCAGGTTCTCCGGCCGCTTGGGTGGAGAGGCTATTCGGCTATGACTGGGCACAACAGACAA 

TCGGCTGCTCTGATGCCGCCGTGTTCCGGCTGTCAGCGCAGGGGCGCCCGGTTCTTTTTGTCAAGACCGACCTGTCCGGT 

GCCCTGAATGAACTGCAAGACGAGGCAGCGCGGCTATCGTGGCTGGCCACGACGGGCGTTCCTTGCGCAGCTGTGCTCGA 

CGTTGTCACTGAAGCGGGAAGGGACTGGCTGCTATTGGGCGAAGTGCCGGGGCAGGATCTCCTGTCATCTCACCTTGCTC 

CTGCCGAGAAAGTATCCATCATGGCTGATGCAATGCGGCGGCTGCATACGCTTGATCCGGCTACCTGCCCATTCGACCAC 

CAAGCGAAACATCGCATCGAGCGAGCACGTACTCGGATGGAAGCCGGTCTTGTCGATCAGGATGATCTGGACGAAGAGCA 

TCAGGGGCTCGCGCCAGCCGAACTGTTCGCCAGGCTCAAGGCGAGCATGCCCGACGGCGAGGATCTCGTCGTGACCCATG 

GCGATGCCTGCTTGCCGAATATCATGGTGGAAAATGGCCGCTTTTCTGGATTCATCGACTGTGGCCGGCTGGGTGTGGCG 

GACCGCTATCAGGACATAGCGTTGGCTACCCGTGATATTGCTGAAGAGCTTGGCGGCGAATGGGCTGACCGCTTCCTCGT 

GCTTTACGGTATCGCCGCTCCCGATTCGCAGCGCATCGCCTTCTATCGCCTTCTTGACGAGTTCTTCTGAGCGGGACTCT 

GGGGTTCGAAATGACCGACCAAGCGACGCCCAACCTGCCATCACGAGATTTCGATTCCACCGCCGCCTTCTATGAAAGGT 

TGGGCTTCGGAATCGTTTTCCGGGACGCCGGCTGGATGATCCTCCAGCGCGGGGATCTCATGCTGGAGTTCTTCGCCCAC 

CCTAGGGGGAGGCTAACTGAAACACGGAAGGAGACAATACCGGAAGGAACCCGCGCTATGACGGCAATAAAAAGACAGAA 

TAAAACGCACGGTGTTGGGTCGTTTGTTCATAAACGCGGGGTTCGGTCCCAGGGCTGGCACTCTGTCGATACCCCACCGA 

GACCCCATTGGGGCCAATACGCCCGCGTTTCTTCCTTTTCCCCACCCCACCCCCCAAGTTCGGGTGAAGGCCCAGGGCTC 

GCAGCCAACGTCGGGGCGGCAGGCCCTGCCATAGCCTCAGGTTACTCATATATACTTTAGATTGATTTAAAACTTCATTT 

TTAATTTAAAAGGATCTAGGTGAAGATCCTTTTTGATAATCTCATGACCAAAATCCCTTAACGTGAGTTTTCGTTCCACT 

GAGCGTCAGACCCCGTAGAAAAGATCAAAGGATCTTCTTGAGATCCTTTTTTTCTGCGCGTAATCTGCTGCTTGCAAACA 

AAAAAACCACCGCTACCAGCGGTGGTTTGTTTGCCGGATCAAGAGCTACCAACTCTTTTTCCGAAGGTAACTGGCTTCAG 

CAGAGCGCAGATACCAAATACTGTCCTTCTAGTGTAGCCGTAGTTAGGCCACCACTTCAAGAACTCTGTAGCACCGCCTA 

CATACCTCGCTCTGCTAATCCTGTTACCAGTGGCTGCTGCCAGTGGCGATAAGTCGTGTCTTACCGGGTTGGACTCAAGA 

CGATAGTTACCGGATAAGGCGCAGCGGTCGGGCTGAACGGGGGGTTCGTGCACACAGCCCAGCTTGGAGCGAACGACCTA 

CACCGAACTGAGATACCTACAGCGTGAGCTATGAGAAAGCGCCACGCTTCCCGAAGGGAGAAAGGCGGACAGGTATCCGG 

TAAGCGGCAGGGTCGGAACAGGAGAGCGCACGAGGGAGCTTCCAGGGGGAAACGCCTGGTATCTTTATAGTCCTGTCGGG 

TTTCGCCACCTCTGACTTGAGCGTCGATTTTTGTGATGCTCGTCAGGGGGGCGGAGCCTATGGAAAAACGCCAGCAACGC 

GGCCTTTTTACGGTTCCTGGCCTTTTGCTGGCCTTTTGCTCACATGTTCTTTCCTGCGTTATCCCCTGATTCTGTGGATA 

ACCGTATTACCGCCATGCATTAGTTATTAATAGTAATCAATTACGGGGTCATTAGTTCATAGCCCATATATGGAGTTCCG 

CGTTACATAACTTACGGTAAATGGCCCGCCTGGCTGACCGCCCAACGACCCCCGCCCATTGACGTCAATAATGACGTATG 

TTCCCATAGTAACGCCAATAGGGACTTTCCATTGACGTCAATGGGTGGAGTATTTACGGTAAACTGCCCACTTGGCAGTA 

CATCAAGTGTATCATATGCCAAGTACGCCCCCTATTGACGTCAATGACGGTAAATGGCCCGCCTGGCATTATGCCCAGTA 

CATGACCTTATGGGACTTTCCTACTTGGCAGTACATCTACGTATTAGTCATCGCTATTACCATGGTGATGCGGTTTTGGC 

AGTACATCAATGGGCGTGGATAGCGGTTTGACTCACGGGGATTTCCAAGTCTCCACCCCATTGACGTCAATGGGAGTTTG 

TTTTGGCACCAAAATCAACGGGACTTTCCAAAATGTCGTAACAACTCCGCCCCATTGACGCAAATGGGCGGTAGGCGTGT 

ACGGTGGGAGGTCTATATAAGCAGAGCTGGTTTAGTGAACCGTCAGATCCGCTAGCGCTAccggTCCACC 

 

 

 

 

 


