
10xUAS (ABABA Rorth 1996) 1563..1807
HindIII site 1550..1555
5' PCR primer 1550..1550
New Feature 1550..1550

ZF-IL2RGTC 1336..1347
KpnI site 1146..1151
T7 primer 1118..1140
attB4 1104..1117
attL4 1104..1117
att4_shared 1104..1117
attR4 1097..1103
att4_shared 1097..1103
M13R 1061..1082

Tol2 exon4 136-482 1049..703
Tol2 3' TIR 530..514

medaka tyrosinase genomic (from AB010101) 228..514

E1B from Reinhard Koester 1819..1883
carp beta-actin trx start 1846..1877
3' PCR primer 1929..1948
T3 1968..1949
attR1 1969..1975
att1_shared 1973..1975
attB1F site 1976..1995
Starting FingR 1996..2019
5' primer for BP reaction 1996..2019
GPHN.FingR 1996..2265

BamHI  2260..2265
BamHI restriction site 2260..2265

mCherry (Svoboda) 2266..2973
MscI 2974..2979
Mscl restriction sites 2974..2979
mKate2 2974..3011
BglII Restriction site II 3012..3017

IL2RG Left-handed ZF 3040..3377
ClaI 3363..3368
SalI 3372..3377

M13R 5053..5032
T3 5016..4997

medaka tyrosinase ex5 frag 4948..4912
Tol2 5' TIR 4911..4893

Tol2 exon1 bp1-335 of 461 4729..4395
SV40 late polyA (from pCS2+) 4139..4336

M13F 4123..4108
attR3 4086..4099

att3_shared 4086..4093
attL3 4079..4085

att3_shared 4079..4085
SV40 late polyA (from pCS2+) 3882..4077

attR2 3866..3879
att2_shared 3866..3877

attp site 3855..3865
3'primer PCR for BP 3835..3854

3' primer for BP clone 3781..3800
starting backbone of plasmid 3769..3790

3' sequencing primer 3614..3632

pUC ori 6053..5380
colE1 ori 6103..5421

ampR 7058..6201

pDESTTol2pA Zi-UAS-GPHN-FingR-mCherry-ZFI-IL2RGTC-KRAB
7182 bp


