pMyc-C1-Cep123 (isoform 2)

Plasmid Details
Species Homo sapiens
Gene Cep123 (Cep89/CCDC123) isoform 2
Genbank Accession Number NM_032816
Insert Length 1611 bp
Insert Cloning Sites 5’-3’ Sal I---BamH |
Vector Backbone pMyc-C1 (modified Clontech)
Antibiotic Resistance Kanamycin/neomycin
Vector Cloning Sites 5-3’ Sal I---BamH |
Cloning Sites Destroyed No
Safety risks Level 2

88..1698 Cepl23 isoform 2

pMyc-C1-Cep123 isoform 2.xdna - 5650 nt

1699 BamHI

|Kan/neoR 2939..3730|

1966..2406 F1 ¢

2473..2501 Amp prom|
2752..2829 SV40 ORI
[2705..2901 SV40 early promoter|

Vector sequence

Green
Blue
Yellow

ATGEVNOLV. VvV R Y.V g ey er:v:Xer.v.\e Mieie CTGTACAAGTCCGGACTCAGATCTCGAGCTCAAGCTTCGAATTCTGC
e eI NATGGACCTAAACAATATGAATCAAAGCCTTACCCTTGAACTAAACACAATGAAACAAGCAATGAAAGAACTAC



AGTTAAAACTTAAGGGAATGGAAAAAGAGAAGAGAAAGCTCAAAGAGGCTGAGAAGGCGTCGTCACAGGAAGTTGCTGCA
CCTGAATTACTTTATCTGCGAAAACAAGCTCAAGAACTGGTGGATGAAAATGATGGATTGAAAATGACTGTCCATCGTTT]
GAATGTAGAACTCAGTCGATATCAGACAAAATTCAGGCATTTGTCCAAGGAAGAGAGCTTAAATATTGAAGGCCTCCCAT)
CCAAGGGCCCTATACCACCCTGGTTGTTGGATATAAAGTACCTGTCACCATTGTTGCTGGCTTATGAAGATATGATGAAR
GAGAAGGACGAGCTCAATGCCACCCTCAAGGAGGAAATGAGAATGTTTAGGATGCGAGTCCAAGAAGTGGTGAAAGAAAR
TGAAGAATTGCACCAAGAGTTAAATAAGAGTAGTGCTGTTACCAGTGAGGAATGGCGTCAGCTTCAGACTCAAGCAAAAC
TGGTTTTAGAGGAAAACAAGTTGTTGCTGGAGCAGTTGGAGATTCAGCAAAGGAAAGCCAAGGACAGCCACCAGGAGCGC
CTCCAAGAAGTTTCTAAGCTGACTAAACAACTAATGCTCCTGGAGGCAAAAACCCACGGCCAGGAAAAGGAGCTGGCGGA
GAACAGGGAACAGCTGGAGATTTTACGTGCCAAATGCCAAGAACTCAAAACACACTCGGATGGCAAAATCGCAGTGGAAG
TTCATAAATCAATTGTGAATGAATTAAAAAGCCAATTACAGAAGGAAGAAGAGAAAGAAAGGGCTGAGATGGAGGAGTTG

ATGGAGAAGCTGACAGTCCTGCAAGCGCAGAAGAAGAGCCTGCTGTTAGAGAAGAACAGTTTGACAGAGCAAAACAAAGC]

ACTGGAAGCCGAACTTGAACGAGCACAGAAAATCAATAGGAAATCTCAAAAGAAAATTGAGGTCCTCAAAAAGCAGGTGG

AAAAAGCCATGGGGAACGAAATGTCTGCTCATCAGTACCTGGCAAACCTTGTTGGCCTGGCAGAAAATATAACCCAGGAA
CGTGACAGTCTTATGTGTTTGGCAAAATGTTTAGAAAGTGAGAAGGATGGAGTGCTTAATAAAGTCATAAAAAGCAACAT
TCGCCTGGGAAAGTTAGAGGAAAAAGTCAAGGGCTACAAGAAGCAGGCAGCACTGAAGCTGGGGGACATCAGTCACCGTC
TGCTGGAGCAGCAGGAGGACTTCGCCGGCAAGACAGCCCAGTACCGGCAGGAGATGCGGCACCTGCACCAGGTGCTGAAG
GACAAGCAGGAGGTGCTGGACCAGGCGCTGCAGCAGAACAGAGAAATGGAAGGTGAACTTGAAGTTATTTGGGAATCTAC]
CTTCAGGGAAAACCGAAGAATCCGAGAACTTCTCCAGGACACACTCACGAGGACAGGCGTGCAGGACAACCCCAGAGCTC]
TGGTTGCCCCCAGCCTCAATGGCGTCTCTCAGGCAGACCTGCTGGACGGCTGCGATGTCTGCTCCTATGACCTGAAGTCT)
@:Vyeleleleleler.Ne[eune(opyNe GGATCCACCGGATCTAGATAACTGATCATAATCAGCCATACCACATTTGTAGAGGTTTTACT
TGCTTTAAAAAACCTCCCACACCTCCCCCTGAACCTGAAACATAAAATGAATGCAATTGTTGTTGTTAACTTGTTTATTG
CAGCTTATAATGGTTACAAATAAAGCAATAGCATCACAAATTTCACAAATAAAGCATTTTTTTCACTGCATTCTAGTTGT
GGTTTGTCCAAACTCATCAATGTATCTTAACGCGTAAATTGTAAGCGTTAATATTTTGTTAAAATTCGCGTTAAATTTTT
GTTAAATCAGCTCATTTTTTAACCAATAGGCCGAAATCGGCAAAATCCCTTATAAATCAAAAGAATAGACCGAGATAGGG
TTGAGTGTTGTTCCAGTTTGGAACAAGAGTCCACTATTAAAGAACGTGGACTCCAACGTCAAAGGGCGAAAAACCGTCTA
TCAGGGCGATGGCCCACTACGTGAACCATCACCCTAATCAAGTTTTTTGGGGTCGAGGTGCCGTAAAGCACTAAATCGGA
ACCCTAAAGGGAGCCCCCGATTTAGAGCTTGACGGGGAAAGCCGGCGAACGTGGCGAGAAAGGAAGGGAAGAAAGCGAAA
GGAGCGGGCGCTAGGGCGCTGGCAAGTGTAGCGGTCACGCTGCGCGTAACCACCACACCCGCCGCGCTTAATGCGCCGCT
ACAGGGCGCGTCAGGTGGCACTTTTCGGGGAAATGTGCGCGGAACCCCTATTTGTTTATTTTTCTAAATACATTCAAATA
TGTATCCGCTCATGAGACAATAACCCTGATAAATGCTTCAATAATATTGAAAAAGGAAGAGTCCTGAGGCGGAAAGAACC
AGCTGTGGAATGTGTGTCAGTTAGGGTGTGGAAAGTCCCCAGGCTCCCCAGCAGGCAGAAGTATGCAAAGCATGCATCTC
AATTAGTCAGCAACCAGGTGTGGAAAGTCCCCAGGCTCCCCAGCAGGCAGAAGTATGCAAAGCATGCATCTCAATTAGTC
AGCAACCATAGTCCCGCCCCTAACTCCGCCCATCCCGCCCCTAACTCCGCCCAGTTCCGCCCATTCTCCGCCCCATGGCT
GACTAATTTTTTTTATTTATGCAGAGGCCGAGGCCGCCTCGGCCTCTGAGCTATTCCAGAAGTAGTGAGGAGGCTTTTTT
GGAGGCCTAGGCTTTTGCAAAGATCGATCAAGAGACAGGATGAGGATCGTTTCGCATGATTGAACAAGATGGATTGCACG
CAGGTTCTCCGGCCGCTTGGGTGGAGAGGCTATTCGGCTATGACTGGGCACAACAGACAATCGGCTGCTCTGATGCCGCC
GTGTTCCGGCTGTCAGCGCAGGGGCGCCCGGTTCTTTTTGTCAAGACCGACCTGTCCGGTGCCCTGAATGAACTGCAAGA
CGAGGCAGCGCGGCTATCGTGGCTGGCCACGACGGGCGTTCCTTGCGCAGCTGTGCTCGACGTTGTCACTGAAGCGGGAA
GGGACTGGCTGCTATTGGGCGAAGTGCCGGGGCAGGATCTCCTGTCATCTCACCTTGCTCCTGCCGAGAAAGTATCCATC
ATGGCTGATGCAATGCGGCGGCTGCATACGCTTGATCCGGCTACCTGCCCATTCGACCACCAAGCGAAACATCGCATCGA
GCGAGCACGTACTCGGATGGAAGCCGGTCTTGTCGATCAGGATGATCTGGACGAAGAGCATCAGGGGCTCGCGCCAGCCG
AACTGTTCGCCAGGCTCAAGGCGAGCATGCCCGACGGCGAGGATCTCGTCGTGACCCATGGCGATGCCTGCTTGCCGAAT
ATCATGGTGGAAAATGGCCGCTTTTCTGGATTCATCGACTGTGGCCGGCTGGGTGTGGCGGACCGCTATCAGGACATAGC
GTTGGCTACCCGTGATATTGCTGAAGAGCTTGGCGGCGAATGGGCTGACCGCTTCCTCGTGCTTTACGGTATCGCCGCTC
CCGATTCGCAGCGCATCGCCTTCTATCGCCTTCTTGACGAGTTCTTCTGAGCGGGACTCTGGGGTTCGAAATGACCGACC
AAGCGACGCCCAACCTGCCATCACGAGATTTCGATTCCACCGCCGCCTTCTATGAAAGGTTGGGCTTCGGAATCGTTTTC
CGGGACGCCGGCTGGATGATCCTCCAGCGCGGGGATCTCATGCTGGAGTTCTTCGCCCACCCTAGGGGGAGGCTAACTGA
AACACGGAAGGAGACAATACCGGAAGGAACCCGCGCTATGACGGCAATAAAAAGACAGAATAAAACGCACGGTGTTGGGT
CGTTTGTTCATAAACGCGGGGTTCGGTCCCAGGGCTGGCACTCTGTCGATACCCCACCGAGACCCCATTGGGGCCAATAC
GCCCGCGTTTCTTCCTTTTCCCCACCCCACCCCCCAAGTTCGGGTGAAGGCCCAGGGCTCGCAGCCAACGTCGGGGCGGC
AGGCCCTGCCATAGCCTCAGGTTACTCATATATACTTTAGATTGATTTAAAACTTCATTTTTAATTTAAAAGGATCTAGG
TGAAGATCCTTTTTGATAATCTCATGACCAAAATCCCTTAACGTGAGTTTTCGTTCCACTGAGCGTCAGACCCCGTAGAA
AAGATCAAAGGATCTTCTTGAGATCCTTTTTTTCTGCGCGTAATCTGCTGCTTGCAAACAAAAAAACCACCGCTACCAGC
GGTGGTTTGTTTGCCGGATCAAGAGCTACCAACTCTTTTTCCGAAGGTAACTGGCTTCAGCAGAGCGCAGATACCAAATA
CTGTCCTTCTAGTGTAGCCGTAGTTAGGCCACCACTTCAAGAACTCTGTAGCACCGCCTACATACCTCGCTCTGCTAATC
CTGTTACCAGTGGCTGCTGCCAGTGGCGATAAGTCGTGTCTTACCGGGTTGGACTCAAGACGATAGTTACCGGATAAGGC
GCAGCGGTCGGGCTGAACGGGGGGTTCGTGCACACAGCCCAGCTTGGAGCGAACGACCTACACCGAACTGAGATACCTAC
AGCGTGAGCTATGAGAAAGCGCCACGCTTCCCGAAGGGAGAAAGGCGGACAGGTATCCGGTAAGCGGCAGGGTCGGAACA
GGAGAGCGCACGAGGGAGCTTCCAGGGGGAAACGCCTGGTATCTTTATAGTCCTGTCGGGTTTCGCCACCTCTGACTTGA
GCGTCGATTTTTGTGATGCTCGTCAGGGGGGCGGAGCCTATGGAAAAACGCCAGCAACGCGGCCTTTTTACGGTTCCTGG
CCTTTTGCTGGCCTTTTGCTCACATGTTCTTTCCTGCGTTATCCCCTGATTCTGTGGATAACCGTATTACCGCCATGCAT
TAGTTATTAATAGTAATCAATTACGGGGTCATTAGTTCATAGCCCATATATGGAGTTCCGCGTTACATAACTTACGGTAA
ATGGCCCGCCTGGCTGACCGCCCAACGACCCCCGCCCATTGACGTCAATAATGACGTATGTTCCCATAGTAACGCCAATA
GGGACTTTCCATTGACGTCAATGGGTGGAGTATTTACGGTAAACTGCCCACTTGGCAGTACATCAAGTGTATCATATGCC
AAGTACGCCCCCTATTGACGTCAATGACGGTAAATGGCCCGCCTGGCATTATGCCCAGTACATGACCTTATGGGACTTTC
CTACTTGGCAGTACATCTACGTATTAGTCATCGCTATTACCATGGTGATGCGGTTTTGGCAGTACATCAATGGGCGTGGA
TAGCGGTTTGACTCACGGGGATTTCCAAGTCTCCACCCCATTGACGTCAATGGGAGTTTGTTTTGGCACCAAAATCAACG
GGACTTTCCAAAATGTCGTAACAACTCCGCCCCATTGACGCAAATGGGCGGTAGGCGTGTACGGTGGGAGGTCTATATAA
GCAGAGCTGGTTTAGTGAACCGTCAGATCCGCTAGCGCTACCGGTCCACC




