
pMyc-C1-Cep123 (isoform 3) 
 

Plasmid Details 
Species Homo sapiens 
Gene Cep123 (Cep89/CCDC123) isoform 3 
Genbank Accession Number NM_032816 
Insert Length 1071 bp 
Insert Cloning Sites 5’-3’ Sal I---BamH I 
Vector Backbone pMyc-C1 (modified Clontech) 
Antibiotic Resistance Kanamycin/neomycin 
Vector Cloning Sites 5’-3’ Sal I---BamH I 
Cloning Sites Destroyed No 
Safety risks Level 2 

 
 
 

 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
Cloning procedure 
Isoform 3 of Cep123 was amplified from the cDNA clone IRAKp961G0764Q (Source 
BioScience Lifescience) using primers that introduced a Sal I and a BamH I site at the 5’ and 
3’ ends of the PCR product. After digestion, the PCR product was cloned into the Sal I and 
BamH I sites of pMyc-C1. 
 
Vector sequence 
 

Sequence Details 
Myc tag Green 
Cep123 (Cep89/CCDC123) isoform 3 Blue 
Restriction sites Yellow 
 



 
ATGGAACAAAAACTTATTTCTGAAGAAGATCTGCTGTACAAGTCCGGACTCAGATCTCGAGCTCAAGCTTCGAATTCTGC 
AGTCGACATGCTCCTGGGATTTCGGAGAGGCCGCAGGAGTCATTTCAAACACATCATCCATGGCCTTTTACCTGCAGCCA 
GCGTTGCTCCGAAGGCAGCTGTGCCACGCACACCTCCTCCCCGCAGCCCCAACCCATCTCCAGAGAGACCAAGATCTGCT 
CTGGCAGCAGCCATTCTGGCGACAACATTGACTGGGCGGACGGTTGCTATTCCTCAGCCTCGCCAGAGGTCCCGGTCTGA 
GAGTGATGTGAGCAGTGTTGAACAGGACAGCTTCATCGAGCCCTATGCCACCACCTCACAGCTGAGGCCTCGGCCAAATT 
GGCAGAGTGAGATGGGAAGAAGATCTTCTTTGCCATCCTTTGAAACACTGGACTATGGGGACGAAGAGGACATTGAAACT 
CAGCTGTCATCCAGCGGCAAGGAATTGGGGGATGTCAGTGCCCGGGAGGACAGAGGAGGCCACAGTGATGACCTGTACGC 
TGTGCCACACAGAAATCAGGTGCCATTGTTACATGAGGTGAACAGTGAAGACGATGAAAATATTTCTCATCAAGATGGGT 
TTCCAGGCTCCCCTCCTGCACCACAGCGGACACAACAAAAAGATGGTAAACACCCTGTTCTGAATTTAAAGGATGAAAAA 
CCTCCATTATGTGAGAAACCTCCACCCTCCCCAGATATAACTGGTAGAGCACGTCAAAGATATACAGAAATAACCAGAGA 
AAAGTTTGAGGCATTAAAAGAAGAAAATATGGACCTAAACAATATGAATCAAAGCCTTACCCTTGAACTAAACACAATGA 
AACAAGCAATGAAAGAACTACAGTTAAAACTTAAGGGAATGGAAAAAGAGAAGAGAAAGCTCAAAGAGGCTGAGAAGGCG 
TCGTCACAGGAAGTTGCTGCACCTGAATTACTTTATCTGCGAAAACAAGCTCAAGAACTGGTGGATGAAAATGATGGATT 
GAAAATGACTGTCCATCGTTTGAATGTAGAACTCAGTCGATATCAGACAAAATTCAGGCATTTGTCCAAGGAAGAGGTAA 
CGTTTCCGATTGTGAAAATCAGCTTTTCAGATTTTTAAGGATCCACCGGATCTAGATAACTGATCATAATCAGCCATACC 
ACATTTGTAGAGGTTTTACTTGCTTTAAAAAACCTCCCACACCTCCCCCTGAACCTGAAACATAAAATGAATGCAATTGT 
TGTTGTTAACTTGTTTATTGCAGCTTATAATGGTTACAAATAAAGCAATAGCATCACAAATTTCACAAATAAAGCATTTT 
TTTCACTGCATTCTAGTTGTGGTTTGTCCAAACTCATCAATGTATCTTAACGCGTAAATTGTAAGCGTTAATATTTTGTT 
AAAATTCGCGTTAAATTTTTGTTAAATCAGCTCATTTTTTAACCAATAGGCCGAAATCGGCAAAATCCCTTATAAATCAA 
AAGAATAGACCGAGATAGGGTTGAGTGTTGTTCCAGTTTGGAACAAGAGTCCACTATTAAAGAACGTGGACTCCAACGTC 
AAAGGGCGAAAAACCGTCTATCAGGGCGATGGCCCACTACGTGAACCATCACCCTAATCAAGTTTTTTGGGGTCGAGGTG 
CCGTAAAGCACTAAATCGGAACCCTAAAGGGAGCCCCCGATTTAGAGCTTGACGGGGAAAGCCGGCGAACGTGGCGAGAA 
AGGAAGGGAAGAAAGCGAAAGGAGCGGGCGCTAGGGCGCTGGCAAGTGTAGCGGTCACGCTGCGCGTAACCACCACACCC 
GCCGCGCTTAATGCGCCGCTACAGGGCGCGTCAGGTGGCACTTTTCGGGGAAATGTGCGCGGAACCCCTATTTGTTTATT 
TTTCTAAATACATTCAAATATGTATCCGCTCATGAGACAATAACCCTGATAAATGCTTCAATAATATTGAAAAAGGAAGA 
GTCCTGAGGCGGAAAGAACCAGCTGTGGAATGTGTGTCAGTTAGGGTGTGGAAAGTCCCCAGGCTCCCCAGCAGGCAGAA 
GTATGCAAAGCATGCATCTCAATTAGTCAGCAACCAGGTGTGGAAAGTCCCCAGGCTCCCCAGCAGGCAGAAGTATGCAA 
AGCATGCATCTCAATTAGTCAGCAACCATAGTCCCGCCCCTAACTCCGCCCATCCCGCCCCTAACTCCGCCCAGTTCCGC 
CCATTCTCCGCCCCATGGCTGACTAATTTTTTTTATTTATGCAGAGGCCGAGGCCGCCTCGGCCTCTGAGCTATTCCAGA 
AGTAGTGAGGAGGCTTTTTTGGAGGCCTAGGCTTTTGCAAAGATCGATCAAGAGACAGGATGAGGATCGTTTCGCATGAT 
TGAACAAGATGGATTGCACGCAGGTTCTCCGGCCGCTTGGGTGGAGAGGCTATTCGGCTATGACTGGGCACAACAGACAA 
TCGGCTGCTCTGATGCCGCCGTGTTCCGGCTGTCAGCGCAGGGGCGCCCGGTTCTTTTTGTCAAGACCGACCTGTCCGGT 
GCCCTGAATGAACTGCAAGACGAGGCAGCGCGGCTATCGTGGCTGGCCACGACGGGCGTTCCTTGCGCAGCTGTGCTCGA 
CGTTGTCACTGAAGCGGGAAGGGACTGGCTGCTATTGGGCGAAGTGCCGGGGCAGGATCTCCTGTCATCTCACCTTGCTC 
CTGCCGAGAAAGTATCCATCATGGCTGATGCAATGCGGCGGCTGCATACGCTTGATCCGGCTACCTGCCCATTCGACCAC 
CAAGCGAAACATCGCATCGAGCGAGCACGTACTCGGATGGAAGCCGGTCTTGTCGATCAGGATGATCTGGACGAAGAGCA 
TCAGGGGCTCGCGCCAGCCGAACTGTTCGCCAGGCTCAAGGCGAGCATGCCCGACGGCGAGGATCTCGTCGTGACCCATG 
GCGATGCCTGCTTGCCGAATATCATGGTGGAAAATGGCCGCTTTTCTGGATTCATCGACTGTGGCCGGCTGGGTGTGGCG 
GACCGCTATCAGGACATAGCGTTGGCTACCCGTGATATTGCTGAAGAGCTTGGCGGCGAATGGGCTGACCGCTTCCTCGT 
GCTTTACGGTATCGCCGCTCCCGATTCGCAGCGCATCGCCTTCTATCGCCTTCTTGACGAGTTCTTCTGAGCGGGACTCT 
GGGGTTCGAAATGACCGACCAAGCGACGCCCAACCTGCCATCACGAGATTTCGATTCCACCGCCGCCTTCTATGAAAGGT 
TGGGCTTCGGAATCGTTTTCCGGGACGCCGGCTGGATGATCCTCCAGCGCGGGGATCTCATGCTGGAGTTCTTCGCCCAC 
CCTAGGGGGAGGCTAACTGAAACACGGAAGGAGACAATACCGGAAGGAACCCGCGCTATGACGGCAATAAAAAGACAGAA 
TAAAACGCACGGTGTTGGGTCGTTTGTTCATAAACGCGGGGTTCGGTCCCAGGGCTGGCACTCTGTCGATACCCCACCGA 
GACCCCATTGGGGCCAATACGCCCGCGTTTCTTCCTTTTCCCCACCCCACCCCCCAAGTTCGGGTGAAGGCCCAGGGCTC 
GCAGCCAACGTCGGGGCGGCAGGCCCTGCCATAGCCTCAGGTTACTCATATATACTTTAGATTGATTTAAAACTTCATTT 
TTAATTTAAAAGGATCTAGGTGAAGATCCTTTTTGATAATCTCATGACCAAAATCCCTTAACGTGAGTTTTCGTTCCACT 
GAGCGTCAGACCCCGTAGAAAAGATCAAAGGATCTTCTTGAGATCCTTTTTTTCTGCGCGTAATCTGCTGCTTGCAAACA 
AAAAAACCACCGCTACCAGCGGTGGTTTGTTTGCCGGATCAAGAGCTACCAACTCTTTTTCCGAAGGTAACTGGCTTCAG 
CAGAGCGCAGATACCAAATACTGTCCTTCTAGTGTAGCCGTAGTTAGGCCACCACTTCAAGAACTCTGTAGCACCGCCTA 
CATACCTCGCTCTGCTAATCCTGTTACCAGTGGCTGCTGCCAGTGGCGATAAGTCGTGTCTTACCGGGTTGGACTCAAGA 
CGATAGTTACCGGATAAGGCGCAGCGGTCGGGCTGAACGGGGGGTTCGTGCACACAGCCCAGCTTGGAGCGAACGACCTA 
CACCGAACTGAGATACCTACAGCGTGAGCTATGAGAAAGCGCCACGCTTCCCGAAGGGAGAAAGGCGGACAGGTATCCGG 
TAAGCGGCAGGGTCGGAACAGGAGAGCGCACGAGGGAGCTTCCAGGGGGAAACGCCTGGTATCTTTATAGTCCTGTCGGG 
TTTCGCCACCTCTGACTTGAGCGTCGATTTTTGTGATGCTCGTCAGGGGGGCGGAGCCTATGGAAAAACGCCAGCAACGC 
GGCCTTTTTACGGTTCCTGGCCTTTTGCTGGCCTTTTGCTCACATGTTCTTTCCTGCGTTATCCCCTGATTCTGTGGATA 
ACCGTATTACCGCCATGCATTAGTTATTAATAGTAATCAATTACGGGGTCATTAGTTCATAGCCCATATATGGAGTTCCG 
CGTTACATAACTTACGGTAAATGGCCCGCCTGGCTGACCGCCCAACGACCCCCGCCCATTGACGTCAATAATGACGTATG 
TTCCCATAGTAACGCCAATAGGGACTTTCCATTGACGTCAATGGGTGGAGTATTTACGGTAAACTGCCCACTTGGCAGTA 
CATCAAGTGTATCATATGCCAAGTACGCCCCCTATTGACGTCAATGACGGTAAATGGCCCGCCTGGCATTATGCCCAGTA 
CATGACCTTATGGGACTTTCCTACTTGGCAGTACATCTACGTATTAGTCATCGCTATTACCATGGTGATGCGGTTTTGGC 
AGTACATCAATGGGCGTGGATAGCGGTTTGACTCACGGGGATTTCCAAGTCTCCACCCCATTGACGTCAATGGGAGTTTG 
TTTTGGCACCAAAATCAACGGGACTTTCCAAAATGTCGTAACAACTCCGCCCCATTGACGCAAATGGGCGGTAGGCGTGT 
ACGGTGGGAGGTCTATATAAGCAGAGCTGGTTTAGTGAACCGTCAGATCCGCTAGCGCTACCGGTCCACC 


