
1210 VspI (4)
beta-lactam

ase from
 pBR

322 599..1456
714 ApaLI (4)

end of T7D
ow

n3 prim
er sequence (starts at the end) 1..14

C
olE1 origin of replication 1642..2241

1960 ApaLI (4)
2274 AflIII (3)
2274 BspLU

11I (2)
2460 ApaLI (4)

3022 Eco47III (3)
3268 D

raII (5)
3471 Eco47III (3)

3530 PshAI (1)

5272 D
raII (5)

10XH
is 5208..5237

Start codon 5205..5207
Shine-D

algarno ribosom
al binding site 5188..5193

lac O
perator 5137..5160

T7 prom
oter 5117..5134

5115 VspI (4)
5097 BglII (1)

T7U
p5 prim

er 5080..5099
5053 BbeI (4)
5053 KasI (4)
5053 N

arI (4)
5053 SfoI (4)
5032 BbeI (4)
5032 KasI (4)
5032 N

arI (4)
5032 SfoI (4)

4972 Eco47III (3)
4942 D

raII (5)
4918 BbeI (4)
4918 KasI (4)
4918 N

arI (4)
4918 SfoI (4)
4794 PflM

I (1)
4517 Xcm

I (4)
4395 ApaLI (4)

4375 AflIII (3)
lacI gene (com

plem
ent) 3648..4730

4001 Xcm
I (4)

3983 Xcm
I (4)

3871 H
paI (1)

3736 BbeI (4)
3736 KasI (4)
3736 N

arI (4)
3736 SfoI (4)
3691 VspI (4)
3632 VspI (4)

5446 M
scI (1)

5479 AflIII (3)
5479 BspLU

11I (2)
G

ST coding  5241..5900
G

STFw
dSeq 5782..5802

H
R

V3C
 LEVLFQ

/G
P 5916..5939
5933 D

raII (5)
5943 H

indIII (1)
ZH

er2:342 5949..6122
6123 Bam

H
I (1)

L5n138 1 6141..6470
6420 BtrI (1)

G
lySer linker 6471..6530

6513 AccIII (2)
6644 Xcm

I (4)
L5n138 2 6531..6860

ZH
er2:342 6867..7040

7041 XhoI (1)
7163 D

raII (5)
T7 term

inator  7148..7195
7214 AccIII (2)

T7D
ow

n3 prim
er (finishes at the start) 7217..7220

pET21a-10XH
is-G

ST-H
R

V-H
er2-dL5(N

P138)-H
er2

7220 bp


