Ball, MlIsl, MIuNI, Mscl, Msp20I (752)
Pvull (612) 800 900
Aflll, Bfrl, BspTI, Bst98l, BstAFl, MspCl, Vha464l (583) 700 1,100

Nhel, AsuNHI (1,900), Bmtl, BspOl (1,904), Srfl (1,907), Smal (1,907), Cfr9l, TspMI, Xmal (1,905
Kasl, SspDI (1,999), Dinl, Egel, Ehel, Sfol (2,001), Bbel (2,003), Narl, Mly113I (2,000
BssNAI, Bst11071, BstZ171 (1,274)

Pstl (1,361)
BpulOl (409) 50 ; | 7 Asull, Bpul4l, Bsp119l, BspT104l, BstBl, Csp45l, NspV, Sful (2,136
Pacl (394{{04 0 PfIMI, AccB7I, Basl, Van91l (1,373), Pasl (1,373)
70,
rr <‘<

SR < 5
g il : &

Xhol, PaeR71, Sfr274l, Slal, Strl, Tlil 11,911

z
'500 Axyl, Bse21l, Bsu36l, Eco81l (1,720)

Kpnl (6), Acc651, Asp718lI (2\

©,
©

Alol (6,220; 6,252) ©
Dralll, Adel (6,184)

Notl, CciNI (6,530) &
&

Esp3l, BsmBI (1,877)

Poly GA_TG 777

BtgZl (6,176) [TO0588]; 1329; 1338; 14.266527; TTGGCTTCCC; 0.05954; 0.06030;

NF-kappaB
S

S
o

5

Ligatior]
Single Dev_-> 'G' from kB-consensus, NF-kappaB [T00590]; 631; 641; 10.178955; GGAGACTTTCC; 0.02255; 0.02240;
multiple cloning site
primer bind

s
v
©

Digestion of 5prime-AnkG-2000-KPNI-NHEI - Fragment 2 extraction (concatenated sequence 2)

Ligation
multiple cloning site
primer bind

signal polyA signal

upstream poly(A)

Sequence; NF-kappaB [T00588]; 418; 427; 13.817118; CTGGATTCCC; 0.04511; 0.04433; , RelA [T00594]; 1330; 1339; 13.885403; TGGCTTCC...

NF-kappaB1 [T00593]; 1773; 1784; 14.827358; TGGGGAGTTCCC; 0.02605; 0.02115; , NF-kappaB1 [T00593]; 1774; 1785; 4.170235; GGGCGAGTTCCCT; 0.00...

Digestion of CVU47295 (modified)-Nhel/Kpnl - Fragment 2 (concatenated sequence 1)
f1 origin rep origin

luc+ gene

pGL3-ank3_1-luc (Concatenation of 2 sequences - Nhel-Kpnl digestion - ligation)
6 696 bn luc+ CDS




